
logo MKNL IMKKFTIAVIVLS I LY I SYTTYI SMNGI I IGTKI
VHKNSDKGSQFMVI EE I SESSYGQFVGLKRKQGDI I LKINEKEKPASDKHL

NTDB id 292594 DJ572 RS15825 WP 119899725.1 MKNLMKKFTIAVIVLSILYISYTTYISMNGIIIGTKVHKSDKGQFVIEEISESSYGQFVGLKKGDIILKINEEKPADKHL 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !! !!*!!!!!!!!!!!!!!!* !!!!!!!! !!! !!!!

logo KWGYLSHINSLDI LRSGKKIHLKDFDLVTLNGRPYSFFLFVLPLFVFYFLS I IC I FY I LKVNKI
KRRSFAAGYI L I LLLLDI S I

NTDB id 292594 DJ572 RS15825 WP 119899725.1 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNGPYSFFLFVLPLVFYFLSIICIFYILKVNKIRRSFAGYILILLLLDISI 160
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!

logo AYI SAGGPFRGHI INRYINLFTF I SSP I LYLQF IQRYLGE IGKTFLNR I SFLYI IP I FNALGVI EFFQDTYLQI
VDIDFLATLVN

NTDB id 292594 DJ572 RS15825 WP 119899725.1 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRISFLYIIPIFNAVIEFFQTYLQIDIDFLATVN 240
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRISFLYIIPIFNLGIEFFQDYLQVDIDFLATLN 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!*!!!!!!!*!

logo LVSFAI
TLTLFSFSAIYFLHLNKYKYAEHSF I LKLL I LTNTLSFAPFL IVFFYVLP I I FITGNYI FPALASASLLAVL IPFLGLVYQ

NTDB id 292594 DJ572 RS15825 WP 119899725.1 LVSFAILTLFSFSAIYFHLNKYKYAEHSFILKLLILTNTLSFAPFLVFYVLPIIITGNYIFPALASASLLALIPLGLVYQ 320
NTDB id 91 BSU 31690 NP 391047.2 LVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQ 320
consensus !!!!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!! !!!!!!!!!!!!!!! !!! !!!!!

logo FVANKMFDI EF I LGRMRYYALLAMIPTLL IVGALVLFDVLMDIQMNPVRQTVFFFVVMFAVFYFKEVI
MDFKFRLKRFSEKF

NTDB id 292594 DJ572 RS15825 WP 119899725.1 FVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVLDIQMNPVRQTVFFFVVMFAVFYFKEVIDFKFRLKRFSEKF 400
NTDB id 91 BSU 31690 NP 391047.2 FVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKF 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo NYQDS I FKYTQLMRGVI
TSLQQVFKELKNTI LDVLLVSKAYTFEVTPDHKVI FLDKHE I

VGPDWHNFYQEEFENVTSE IGKI I
NTDB id 292594 DJ572 RS15825 WP 119899725.1 NYQDSIFKYTQLMRGVISLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEIGPDWHFYQEEFENVTSEIGKII 480
NTDB id 91 BSU 31690 NP 391047.2 NYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKII 480
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!

logo EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDE I SWLKTLSFYTSVSMENVLMHI EELMEHLKDLKQEGTNP IWLKKLM
NTDB id 292594 DJ572 RS15825 WP 119899725.1 EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVMHIEELMEHLKDLKQEGTNPIWLKKLM 560
NTDB id 91 BSU 31690 NP 391047.2 EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLM 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!



logo FAI EEKQRSGLARDLHDSVLQDL I SLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVI SMTRETCHELRPQLLYD
NTDB id 292594 DJ572 RS15825 WP 119899725.1 FAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYD 640
NTDB id 91 BSU 31690 NP 391047.2 FAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYD 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYR I IQEFLSNAVKHSQATDVL IML I S IQNKIVLHYEDDG
NTDB id 292594 DJ572 RS15825 WP 119899725.1 LGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDG 720
NTDB id 91 BSU 31690 NP 391047.2 LGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDG 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VGFDQEKNTEHSMSMGLSGIKERVRALDGRLR I ETSEGKGFKADI E I EL
NTDB id 292594 DJ572 RS15825 WP 119899725.1 VGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
NTDB id 91 BSU 31690 NP 391047.2 VGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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