
logo MMKTSGVI SPSSSAI
VGEQKINEWYMRYIRRTFS IVPDAEYVLRKRAE IKQQELDKQHMEQEHDQSDNLHLLYYSLMEFRHNQLMLEDYLEPLEKMLRNI EEDQP

NTDB id 292540 DJ572 RS01695 WP 119899023.1 MKSGVIPSSAVGQKINEWYRYIRTFSVPDAEVLKAEIQQELKHMQHDSNLLLYYSLMEFRHQLMLDYLEPLEKLNIEDQP 80
NTDB id 126 BSU 03770 NP 388259.1 MKSGVIPSSAVGQKINEWYRYIRTFSVPDAEVLKAEIQQELKHMQHDSNLLLYYSLMEFRHQLMLDYLEPLEKLNIEDQP 80
NTDB id 128 BSU 37460 NP 391626.1 .MTGVISSSSIGEKINEWYMYIRRFSIPDAEYLRREIKQELDQMEEDQDLHLYYSLMEFRHNLMLEYLEPLEKMRIEEQP 79
consensus ***!!!*!!**!*!!!!!!*!!!*!!*!!!!*!**!!*!!!**!**!**!*!!!!!!!!!!*!!!*!!!!!!!**!!*!!

logo

R
SLSDELLSLRENIDKSKNQARDLTKGLLEDYYFVNFFRGMYELFDQKREYFLI SA IKTFYFYKKQAESKKL ISFVKADRHI EKRAEFFYFKMI SAESAYYYMKQTYF

NTDB id 292540 DJ572 RS01695 WP 119899023.1 SLSELSRNIDSNQADLKGLLDYYVNFFRGMYEFDKREFISAITYYKQAEKKLSFVADHIERAEFYFKIAEAYYYMKQTYF 160
NTDB id 126 BSU 03770 NP 388259.1 SLSELSRNIDSNQADLKGLLDYYVNFFRGMYEFDKREFISAITYYKQAEKKLSFVADHIERAEFYFKIAEAYYYMKQTYF 160
NTDB id 128 BSU 37460 NP 391626.1 RLSDLLLEIDKKQARLTGLLEYYFNFFRGMYELDQREYLSAIKFFKKAESKLIFVKDRIEKAEFFFKMSESYYYMKQTYF 159
consensus *!!*!***!!**!!*!*!!!*!!*!!!!!!!!*!*!!**!!!***!*!!*!!*!!*!*!!*!!!*!!**!*!!!!!!!!!

logo SMLDIYNAIRKQNAYE IYKVEHQEATYNI
VRLI LIQCHSFLVFAGTVNFLLMDLEKRQNYFEDQAI

A
S
RHFQKKLAYLSNMAEQAEKQQKPAQLMVGRTALYYNI

LGLCKYNYSNQSDQLYLDEG
NTDB id 292540 DJ572 RS01695 WP 119899023.1 SLINIKNAYEIYVEQETYNVRIIQCHFVFGVNLMDERNFEQAARHFKLALNMAQAEQKAQLVGRAYYNLGLCYYNQDLLG 240
NTDB id 126 BSU 03770 NP 388259.1 SLINIKNAYEIYVEQETYNVRIIQCHFVFGVNLMDERNFEQAARHFKLALNMAQAEQKAQLVGRAYYNLGLCYYNQDLLD 240
NTDB id 128 BSU 37460 NP 391626.1 SMDYARQAYEIYKEHEAYNIRLLQCHSLFATNFLDLKQYEDAISHFQKAYSMAEAEKQPQLMGRTLYNIGLCKNSQSQYE 239
consensus !******!!!!!*!*!*!!*!**!!!**!**!**!****!*!**!!**!**!!*!!***!!*!!**!!*!!!***!****

logo

D
PAIPDYFKERKAI

V
A
S
V
TFEESSNR I LVPNSLPQAYFL ITQL IHYYKLQGKI

HDKAHSEYHSKKRGMYAEYSAQKKEATGDDVAI
DYLASVEKFEFLKQSLYLSDGQPDNEEAG

NTDB id 292540 DJ572 RS01695 WP 119899023.1 PAIDYFEKAVSTFESSRIVNSLPQAYFLITLIYYKQGKHDKASEYHKRGYEYAKETDDADYAVKFEFLQSLYLDQPNEEG 320
NTDB id 126 BSU 03770 NP 388259.1 PAIDYFEKAVSTFESSRIVNSLPQAYFLITLIYYKQGKHDKASEYHKRGYEYAKETDDADYAVKFEFLQSLYLDQPNEEG 320
NTDB id 128 BSU 37460 NP 391626.1 DAIPYFKRAIAVFEESNILPSLPQAYFLITQIHYKLGKIDKAHEYHSKGMAYSQKAGDVIYLSEFEFLKSLYLSGPDEEA 319
consensus *!!*!!**!***!!*!*!**!!!!!!!!!!*!*!!*!!*!!!*!!!**!**!*****!**!***!!!!*!!!!**!*!!*

logo IQEGRFCFDQFYLEKSNKMNLMYADLI EDFLAI
L
D
EVAKYYHYERQKNWFQKKLASSAASYFLKQVEQEVARQKLQIQGRGSVESGLYE I EVI

NTDB id 292540 DJ572 RS01695 WP 119899023.1 IERCFQYLKNKNMYADIEDLALEVAKYYYEQKWFKLSASYFLQVEEARKQIQRSEGLYEIEI 382
NTDB id 126 BSU 03770 NP 388259.1 IERCFQYLKNKNMYADIEDLALEVAKYYYEQKWFKLSASYFLQVEEARKQIQRSEGLYEIEI 382
NTDB id 128 BSU 37460 NP 391626.1 IQGFFDFLESKMLYADLEDFAIDVAKYYHERKNFQKASAYFLKVEQVRQLIQGGVSLYEIEV 381
consensus !***!**!**!**!!!*!!*!**!!!!!*!*!*!*****!!!*!!**!**!!****!!!!!*

X non conserved

X similar

X ≥ 50% conserved


