
logo

MFYVKRRVRV
MAKTKKSTAKTF IVCQSNCEGYEHNSPKW

Y
M
LGKRCPGNCGASWNSTSMFVEEMVI

E
K
V
K
A
A
E
P
V
A
KNERARAVASFLSTHGSEVQTVKQTRKPSMPKI

L
N
T
A
S
E
I
V
E
S
T
T
S
S
I
E
Q
N
E
V
A
P
N

NTDB id 125 BSU 00870 NP 387968.1 .........MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIETSEEP 71
NTDB id 292297 DF184 RS10080 WP 109372070.1 MFYVKRRVRVAKKKTTFVCQSCEYHSPKYLGRCPNCGSWSSFVEEVEVAEVKNERVSLTGE...KTRPMKLNEVSSIQVA 77
NTDB id 509 SM12261 RS00130 WP 078228442.1 .........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVN 68
NTDB id 279 KZH43 RS00140 WP 074017595.1 .........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVN 68
NTDB id 238 SPD RS00140 WP 074017595.1 .........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVN 68
NTDB id 204 SPR RS00140 WP 074017595.1 .........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVN 68
NTDB id 169 SP RS00155 WP 074017595.1 .........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVN 68
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVN 68
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NTDB id 125 BSU 00870 NP 387968.1 RVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVL 151
NTDB id 292297 DF184 RS10080 WP 109372070.1 RTKTNMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLST.IGTVLYVSGEESAQQIKLRAERLGDIDSEFYLY 156
NTDB id 509 SM12261 RS00130 WP 078228442.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQ.VGTVLYVSGEESAQQIKLRAERLGDIDSEFYLY 147
NTDB id 279 KZH43 RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQ.VGTVLYVSGEESAQQIKLRAERLGDIDSEFYLY 147
NTDB id 238 SPD RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQ.VGTVLYVSGEESAQQIKLRAERLGDIDSEFYLY 147
NTDB id 204 SPR RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQ.VGTVLYVSGEESAQQIKLRAERLGDIDSEFYLY 147
NTDB id 169 SP RS00155 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQ.VGTVLYVSGEESAQQIKLRAERLGDIDSEFYLY 147
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQ.VGTVLYVSGEESAQQIKLRAERLGDIDSEFYLY 147
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LAGPRLTMLE
NTDB id 125 BSU 00870 NP 387968.1 SETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLE 231
NTDB id 292297 DF184 RS10080 WP 109372070.1 AETNMQSIRTEIEKIKPDFLIIDSIQTIMSPDISSVQGSVSQVREVTNELMQIAKTNNIATFIVGHMTKEGTLAGPRTLE 236
NTDB id 509 SM12261 RS00130 WP 078228442.1 AETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 279 KZH43 RS00140 WP 074017595.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 238 SPD RS00140 WP 074017595.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 204 SPR RS00140 WP 074017595.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 169 SP RS00155 WP 074017595.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
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V
NTDB id 125 BSU 00870 NP 387968.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEI 311
NTDB id 292297 DF184 RS10080 WP 109372070.1 HMVDTVLYFEGERQHTFRILRAVKNRFGSTNEIGIFEMQSQGLVEVLNPSEVFLEERLDGATGSAIVVTMEGTRPILAEV 316
NTDB id 509 SM12261 RS00130 WP 078228442.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEV 307
NTDB id 279 KZH43 RS00140 WP 074017595.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEV 307
NTDB id 238 SPD RS00140 WP 074017595.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEV 307
NTDB id 204 SPR RS00140 WP 074017595.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEV 307
NTDB id 169 SP RS00155 WP 074017595.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEV 307
NTDB id 537 SMSK321 RS07120 WP 080550752.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEV 307
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NTDB id 125 BSU 00870 NP 387968.1 QALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPAD 391
NTDB id 292297 DF184 RS10080 WP 109372070.1 QALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVALASSYKDKPTNPQE 396
NTDB id 509 SM12261 RS00130 WP 078228442.1 QALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQE 387
NTDB id 279 KZH43 RS00140 WP 074017595.1 QALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQE 387
NTDB id 238 SPD RS00140 WP 074017595.1 QALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQE 387
NTDB id 204 SPR RS00140 WP 074017595.1 QALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQE 387
NTDB id 169 SP RS00155 WP 074017595.1 QALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQE 387
NTDB id 537 SMSK321 RS07120 WP 080550752.1 QALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQE 387
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NTDB id 125 BSU 00870 NP 387968.1 CFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG........ 458
NTDB id 292297 DF184 RS10080 WP 109372070.1 CFIGEIGLTGEIRRVNRIEQRINEAAKLGFTKVYAPKNSLTGIKVPKEITVIGVTTIGEVLQKVFNLMKSFGSDS 471
NTDB id 509 SM12261 RS00130 WP 078228442.1 CFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA......... 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 CFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA......... 453
NTDB id 238 SPD RS00140 WP 074017595.1 CFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA......... 453
NTDB id 204 SPR RS00140 WP 074017595.1 CFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA......... 453
NTDB id 169 SP RS00155 WP 074017595.1 CFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA......... 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 CFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA......... 453
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