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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLIL......FICSILL.ALFRKYYLMIPILIVFAVFFLLINSLSIRD 71
NTDB id 292270 DF184 RS03545 WP 044674359.1 MLRSIKLPCQP.IHLALLAVAAYFVVHSFSLLTMGLFSLVLTIFCVRQGKTVFLKTLPLLALCG...LFFGYQKVQWERA 76
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYL..ALLGFVFLLVCLFIQ.FPWKSAGKVLIICGIFGFWFLFQNWQQSQA 77
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYL..ALLGFVFLLVCLFIQ.FLWKSAGKVLVICGIFGFWFVFQNWQQSQA 77
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYL..ALLGFVFLLVCLFIQ.FPWKSAGKVLIICGIFGFWFVFQNWQQSQA 77
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYL..ALLGFVFLLVCLFIQ.FPWKSAGKVLIICGIFGFWFVFQNWQQSQA 77
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYL..ALLGFVFLLVCLFIQ.FPWKSAGKVLIICGIFGFWFVFQNWQQSQA 77
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYL..ALLGFVFLLVCLFIQ.FPWKSAGKVLIICGIFGFWFVFQNWQQSQA 77
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NTDB id 596 KW2 RS08720 WP 021037686.1 NENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDD 151
NTDB id 292270 DF184 RS03545 WP 044674359.1 DQSAPEQVTTVQVIPDTIEVNGDSLSFRGRADGQTYQIFYKLTSQEEQAYFQKLADLVQLEVEAEVSLPAGQRNFKGFDY 156
NTDB id 494 SM12261 RS04305 WP 000942409.1 SQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDY 157
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDY 157
NTDB id 189 SPR RS04300 WP 000942407.1 SQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
NTDB id 223 SPD RS04540 WP 000942407.1 SQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
NTDB id 154 SP RS04735 WP 000942394.1 SQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
NTDB id 264 KZH43 RS04200 WP 000942407.1 SQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
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NTDB id 596 KW2 RS08720 WP 021037686.1 QKYLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGI 227
NTDB id 292270 DF184 RS03545 WP 044674359.1 QAYLKTQGIYRTVKLTAIKKIVPVQSWNIFDWLSSWRRQALVYVKTNFPAPMSHYMTGLLFGELDSDFDQMSDLYSSLGI 236
NTDB id 494 SM12261 RS04305 WP 000942409.1 QAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGI 237
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 189 SPR RS04300 WP 000942407.1 QAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 223 SPD RS04540 WP 000942407.1 QAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 154 SP RS04735 WP 000942394.1 QAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 264 KZH43 RS04200 WP 000942407.1 QAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
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NTDB id 596 KW2 RS08720 WP 021037686.1 IHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTLVL 304
NTDB id 292270 DF184 RS03545 WP 044674359.1 IHLFALSGMQVGFFIDKFRWILLRLGLTKEAVDKLQIPFSLVYAGLTGFSVSVVRSLIQKILGNLGLRKLDNFAVTVFVC 316
NTDB id 494 SM12261 RS04305 WP 000942409.1 IHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 522 SMSK321 RS04965 WP 000942453.1 IHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 189 SPR RS04300 WP 000942407.1 IHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 223 SPD RS04540 WP 000942407.1 IHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 154 SP RS04735 WP 000942394.1 IHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 264 KZH43 RS04200 WP 000942407.1 IHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
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NTDB id 596 KW2 RS08720 WP 021037686.1 MLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFML 384
NTDB id 292270 DF184 RS03545 WP 044674359.1 LLILPRFLLTAGGVLTFTYALLLTVFD..FEDLGQVKKAAVESLSISLGILPVLMTYFFAFQPLSILLTFVFSFVFDVLL 394
NTDB id 494 SM12261 RS04305 WP 000942409.1 FIVMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVF 394
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FIIMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVF 394
NTDB id 189 SPR RS04300 WP 000942407.1 FIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTF 394
NTDB id 223 SPD RS04540 WP 000942407.1 FIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTF 394
NTDB id 154 SP RS04735 WP 000942394.1 FIVMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVF 394
NTDB id 264 KZH43 RS04200 WP 000942407.1 FIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTF 394
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NTDB id 596 KW2 RS08720 WP 021037686.1 LPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFL 464
NTDB id 292270 DF184 RS03545 WP 044674359.1 LPGLSVIFLLSPLIKITWVNGFFVFMEKIIVWVADLGLRPWILGKPSELVLLLLLVSLFLLYDFHRKKNWLLGLSLILAL 474
NTDB id 494 SM12261 RS04305 WP 000942409.1 LPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITG 474
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITG 474
NTDB id 189 SPR RS04300 WP 000942407.1 LPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITG 474
NTDB id 223 SPD RS04540 WP 000942407.1 LPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITG 474
NTDB id 154 SP RS04735 WP 000942394.1 LPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITG 474
NTDB id 264 KZH43 RS04200 WP 000942407.1 LPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITG 474
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NTDB id 596 KW2 RS08720 WP 021037686.1 FFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVAHIDQL 542
NTDB id 292270 DF184 RS03545 WP 044674359.1 LFFITKHPLENEVTVVDIGQGDSIFLRDMRG.RTVLIDVGGRVDFAA.KEAWQERSSQANAERTLIPYLHSRGVDRIDSL 552
NTDB id 494 SM12261 RS04305 WP 000942409.1 LFFLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQL 553
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LFFLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQL 553
NTDB id 189 SPR RS04300 WP 000942407.1 LFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQL 553
NTDB id 223 SPD RS04540 WP 000942407.1 LFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQL 553
NTDB id 154 SP RS04735 WP 000942394.1 LFFLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQL 553
NTDB id 264 KZH43 RS04200 WP 000942407.1 LFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQL 553
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NTDB id 596 KW2 RS08720 WP 021037686.1 ILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDS 622
NTDB id 292270 DF184 RS03545 WP 044674359.1 VLTHTDTDHVGDALEVAKQVKIGRIVVSPGSLTVPDFVATLKEINVPVHVVKVGDRLPIFDSYLEVLYPDGTGDGGNNDS 632
NTDB id 494 SM12261 RS04305 WP 000942409.1 ILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDS 633
NTDB id 522 SMSK321 RS04965 WP 000942453.1 ILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDS 633
NTDB id 189 SPR RS04300 WP 000942407.1 ILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDT 633
NTDB id 223 SPD RS04540 WP 000942407.1 ILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDT 633
NTDB id 154 SP RS04735 WP 000942394.1 ILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDT 633
NTDB id 264 KZH43 RS04200 WP 000942407.1 ILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDT 633
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NTDB id 596 KW2 RS08720 WP 021037686.1 IVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETL 702
NTDB id 292270 DF184 RS03545 WP 044674359.1 IVLYGRLLETNFLFTGDLE.QGELDLIATYPNLPVDVLKAGHHGSKGSSYPEFLDHIEAKIALISAGENNRYKHPHQETL 711
NTDB id 494 SM12261 RS04305 WP 000942409.1 LVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETL 713
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETL 713
NTDB id 189 SPR RS04300 WP 000942407.1 LVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETL 713
NTDB id 223 SPD RS04540 WP 000942407.1 LVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETL 713
NTDB id 154 SP RS04735 WP 000942394.1 LVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETL 713
NTDB id 264 KZH43 RS04200 WP 000942407.1 LVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETL 713
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NTDB id 596 KW2 RS08720 WP 021037686.1 ETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR. 736
NTDB id 292270 DF184 RS03545 WP 044674359.1 DRFDSRNIQVYRTDQQGAIRFRGW.REWRIETVRE 745
NTDB id 494 SM12261 RS04305 WP 000942409.1 TRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG. 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR. 746
NTDB id 189 SPR RS04300 WP 000942407.1 TRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 223 SPD RS04540 WP 000942407.1 TRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 154 SP RS04735 WP 000942394.1 TRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 TRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
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