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NTDB id 595 KW2 RS08725 WP 021037687.1 ..................MEKILDKLKEYW.KIMLLVVCALIAGGIFYIFTNSPKPAETLSVENLSSSSTKSSV...... 55
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..................MESIIEKIKEYKIIVICT.GLGLLVGGF.FLLK..PAPHTPVKETNLQAEVVAISKDSSTEK 58
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..................MEAIIEKIKEYKIIVICT.GLGLLVGGF.FLLK..PAPQTPVKETNLQAEVVAVSKDSVSEK 58
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..................MEAIIEKIKEYKIIVICT.GLGLLVGGF.FLLK..PAPQTPVKETNLQAEVAAVSKDLVSEK 58
NTDB id 222 SPD RS04535 WP 000387330.1 ..................MEAIIEKIKEYKIIVICT.GLGLLVGGF.FLLK..PAPQTPVKETNLQAEVAAVSKDLVSEK 58
NTDB id 188 SPR RS04295 WP 000387330.1 ..................MEAIIEKIKEYKIIVICT.GLGLLVGGF.FLLK..PAPQTPVKETNLQAEVAAVSKDLVSEK 58
NTDB id 153 SP RS04730 WP 000387344.1 ..................MEAIIEKIKEYKIIVICT.GLGLLVGGF.FLLK..PAPQTPVKETNLQAEVAAVSKDSSTEK 58
NTDB id 292269 DF184 RS03540 WP 052501755.1 ...............MDTIKTYIEMFKEYKWQISLPAVAGLLMATL.LIFS.QPAKSDQTGLTDFPQTEQTSSSSDLVEE 63
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVKDNRLFVSVIAVLMVIFCFFLWMTCG...AGNSMEA..........ETSYTDVTALSTSSSKQSSQSLSEA 67
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NTDB id 595 KW2 RS08725 WP 021037687.1 .SKFNSSSSEKNKNEIMVDLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSS 134
NTDB id 521 SMSK321 RS04960 WP 000443804.1 DVKKEEKEEPVEQDLITVDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESAS 138
NTDB id 493 SM12261 RS04300 WP 000387351.1 EVKKEEKEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAAS 138
NTDB id 263 KZH43 RS04195 WP 000387330.1 EVNKEEKEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVS 138
NTDB id 222 SPD RS04535 WP 000387330.1 EVNKEEKEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVS 138
NTDB id 188 SPR RS04295 WP 000387330.1 EVNKEEKEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVS 138
NTDB id 153 SP RS04730 WP 000387344.1 EVKKEEKEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVS 138
NTDB id 292269 DF184 RS03540 WP 052501755.1 ....TSTEVSKEPSLLVVDVKGAVVKPGLYTLEADARVNDAVEAAGGLTSQADPKSINLAQKLSDEAVVYVGSKDENISV 139
NTDB id 300 STER RS07485 WP 011681496.1 SSQSKTEGSEKVKSKVTVDVKGAVVNPGVYTLKAGARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSV 147
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NTDB id 595 KW2 RS08725 WP 021037687.1 ESTDSPTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDE 214
NTDB id 521 SMSK321 RS04960 WP 000443804.1 Q.HTGSGA.....PSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDY 212
NTDB id 493 SM12261 RS04300 WP 000387351.1 Q.QAGPGT.....ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDY 212
NTDB id 263 KZH43 RS04195 WP 000387330.1 Q.QTGLGT.....ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDY 212
NTDB id 222 SPD RS04535 WP 000387330.1 Q.QTGLGT.....ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDY 212
NTDB id 188 SPR RS04295 WP 000387330.1 Q.QTGLGT.....ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDY 212
NTDB id 153 SP RS04730 WP 000387344.1 Q.QTGSGT.....ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDY 212
NTDB id 292269 DF184 RS03540 WP 052501755.1 VANTTTSSAMS...QEEKNTSLVNLNTATEADLQTISGIGAKRATDIIAYREANGGFKSVDDLNNVSGIGDKTMESIRPY 216
NTDB id 300 STER RS07485 WP 011681496.1 LDQTGTGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRES 227
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NTDB id 595 KW2 RS08725 WP 021037687.1 ISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 VTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 VTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 VTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 VTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 VTVD 216
NTDB id 292269 DF184 RS03540 WP 052501755.1 VTVD 220
NTDB id 300 STER RS07485 WP 011681496.1 LYVA 231
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