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NTDB id 1064 ABD1 RS15725 WP 001046490.1 .....MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTT 75
NTDB id 292241 DJ533 RS17230 WP 065993758.1 MKNDSVVKTYQIRFNQGFTLIELMVVVVIISILAAIAIPSYQHFVRRAHVAQAQQEMQKIAEQLERYKARNFSFKGFNAS 80
NTDB id 1006 ACIAD RS15005 WP 004923843.1 ..........MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDAT 70
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 SITLPR.......................GGYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQ 132
NTDB id 292241 DJ533 RS17230 WP 065993758.1 YLYPSNSVFD.....VLSQ.....TLNLNSKYTITLVDSMDGNLLLTDKSSSGQGWSIKAISEDTTNYSLLLTSRGMHCK 150
NTDB id 1006 ACIAD RS15005 WP 004923843.1 YLYQDKSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCK 150
consensus *** ** * ***!!* **!*** * !!! * !!*! !!!** !* !********!* !*
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 SLTATAVDNDCGGTVTCNVCETNSENWQ 160
NTDB id 292241 DJ533 RS17230 WP 065993758.1 NITQENIDYDSCGT.......EGSEEW. 170
NTDB id 1006 ACIAD RS15005 WP 004923843.1 NKTWANISSSSCGT........GSESW. 169
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