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NTDB id 1274 LPP RS09530 WP 011214168.1 .MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG....YVSPA 75
NTDB id 292240 DJ533 RS17225 WP 323809364.1 .MKKTGFTLIELLIVVAIIAILAAIAYPSYTNYKVRVNRTDAQAEMMTIAHMLSQYKVTNGNYTNA.TLAQIYGGSVTPS 78
NTDB id 1007 ACIAD RS15000 WP 004923844.1 MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANA.SLAGLGNAASYPV 79
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ..MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNVSPL 78
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STAMSVAQSAGDGNGSTI I SVCMLTPTLDQNADQSDNQGDQVKCTFWASTCKTGGTLLAKYARGPAATADSCARSTLPTSSANSTSNSTWTDEGR

NTDB id 1274 LPP RS09530 WP 011214168.1 ATPNVASIAIGA...NG.....VITITYTAAAGGGTIVMTPTLQANGDVTWTCTGGTLLAKYRPASCRP......... 136
NTDB id 292240 DJ533 RS17225 WP 323809364.1 HGQALYDLTLVA..AASTWTLTATPKTSTVQSGNGSISL....DSQGQKCWTK.........G.TSCTPTATSNWDGR 140
NTDB id 1007 ACIAD RS15000 WP 004923844.1 TGTAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICL....NQDGQKFWSK.........AATACSLSSNSTWDGR 144
NTDB id 1062 ABD1 RS15720 WP 000788345.1 QGKALYTLAFTTL.NDSTWVLTATPIANTSQAGDGIICL....NDQGQKFWAK.........GATDCALSASSSWTE. 141
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