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NTDB id 292225 DJ533 RS11480 WP 065992944.1 .....................MSNKTKIKGFTLIELMVAIAIFAVLAALGWKIFDYLSKVKDRNAMHEQNLDQLQQAYQQ 59
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus ********************* !* !!!!*!!*!!!!!!!!! !!!!!!!!! !!*!!!! !! *! !! !!!!
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NTDB id 292225 DJ533 RS11480 WP 065992944.1 IQRDTLQTIPVTGSLGQQILPALQLENQKMSFSKTGMTDPLKQGIASFERIEYVYNVQDKKLYRLKYSNLNLSAAAQPLS 139
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
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NTDB id 292225 DJ533 RS11480 WP 065992944.1 SVLLSDVDQYQISVLNPNEGDRWPDENAF.....NERQLPRGIKIKVMIHDVEYEWIFSLLNTEFLREQNNGNNSP 210
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS... 233
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