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NTDB id 1011 ACIAD RS15190 WP 004923716.1 MTKINLLPWRDKLREKRKKEFLVFSILVGLLGCAAVLMGWFYFGHKLNDQEQANQLILTTNQGLDQQLKSLDGLQQQRNA 80
NTDB id 292211 DJ533 RS03770 WP 065993308.1 MAKINLLPWREELREQRKKQFVAISIGIAILGFIIVLLAWMYFNQRLEDQEQANQLVVSTNQNLDTQLKTLDGLQEQRNA 80
NTDB id 1055 ABD1 RS15865 WP 000201227.1 MATINLLPWREELREQRKKQFITLCFGVVVLGITTVFGGWFYFDHKLDDQEQANQLIMSTNQNLDQQLKTLNGLQEQRDA 80
consensus !**!!!!!!!**!!!*!!!*!* *******!! !***!*!! **!*!!!!!!!!***!!!*!!*!!!*!*!!!*!!*!

logo IVI ERMKL IQGLQAGSQRPVVTVRL IVDELVRVVTPPSNAMYI
LTKFTSRTGDKFTI EGKAESPNTVADELLRGNLEASAEPWYRNAFMNSFLA

NTDB id 1011 ACIAD RS15190 WP 004923716.1 IVERMKLIQGLQAQRPVTVRLIDELVRVTPSNMYLTKFTRTGDKFTIEGKAESPNTVAELLRNLEASAWYRNAFMNSFLA 160
NTDB id 292211 DJ533 RS03770 WP 065993308.1 IIERMKLIQGLQGQRPVTVRLVDELVRVVPPAMYITKFSRTGDKFTIEGKAESPNTVADLLRGLEASEWYRNAFMNSFLA 160
NTDB id 1055 ABD1 RS15865 WP 000201227.1 IIERMKLIQGLQSQRPVVVRLVDELVRVTPSAMYLTKFSRTGDKFTIEGKAESPNTVAELLRNLEASPWYRNAFMNSFLA 160
consensus !*!!!!!!!!!!*!!!!*!!!*!!!!!!*!**!!*!!!*!!!!!!!!!!!!!!!!!!!*!!!*!!!! !!!!!!!!!!!!
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NTDB id 1011 ACIAD RS15190 WP 004923716.1 AEDNKDKTPSSVVPRVEAGYGSFLVSVDLGELGTSLAT.SDQPQTPPTAGVKP 212
NTDB id 292211 DJ533 RS03770 WP 065993308.1 AEENKNKPATSVVPRAEESYGSFVVSVDIGEIAQAAKPDADQAQA...NGGAK 210
NTDB id 1055 ABD1 RS15865 WP 000201227.1 NEEKKDKAASSLLPRVEDHYGSFVVTVDLGEMGVTTTDDSAKPSTGESVGAAK 213
consensus *!**!*! **!**!!*!* !!!!*!*!!*!!** * ******* * !***
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