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NTDB id 291988 DIC78 RS15315 WP 127696530.1 MKLSKNTYSVILILLSMSYIFYLTYINVNNLFVGATANVNNKGQIEITRVSDYTMAYYAGVKKGDIVIKINQNQNVEPKD 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPS.DKH 79
consensus !! *** *!*!!* !! ! !!! *! * *! * ! ! ! ! *!* * * * !** !!!**!!! * **!*
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NTDB id 291988 DIC78 RS15315 WP 127696530.1 LKQNTLKNVRSMTVIRSGEIVELKNLSLISE...DNLFVYLIPVIFFFVCLSCIILILKINKEKNLVSAFILIIFLLTTG 157
NTDB id 91 BSU 31690 NP 391047.2 LKWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDIS 159
consensus !! ! ** !* **!!! **!! !** *** !****!* !*!*** !! !!!*!! * !*!!!* !!
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NTDB id 291988 DIC78 RS15315 WP 127696530.1 MAYVSAGGSSKGDLISRYVNVITLISVPVNYLLFIYQYIKEFGYKIFNGKIFVVLYTVPVINVILELFRNCFDR..GVLG 235
NTDB id 91 BSU 31690 NP 391047.2 IAYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRISF..LYIIPIFNLGIEFFQDYLQVDIDFLA 237
consensus *!!*!!!!* *!**! !!*!* ! !! !* !! !! !* ! ! ! !**!! *!* !* *! ! * ** !*

logo

K
T
L
VNLVSFIASLTLTYLFIASFLFSAF IAYLVGHL INKHYKKYATEHQASFNI LKLTFL ILL ITNI

T
F
L
A
SFASPFLVFI FLFVALP I

Y I FI FTDGDNYI
Y
F
V
P
S
A
S
F
L
A
L
S
VAPSFLLLVL IPFGSL

NTDB id 291988 DIC78 RS15315 WP 127696530.1 KVNLVSISLLYLIALFFIAVGLIKHKKTEQANILKTFLLINIFAFSPFVFLFVAPYIIFDDYYVSSFLVAPFLLLIPFSL 315
NTDB id 91 BSU 31690 NP 391047.2 TLNLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGL 317
consensus *!!!! ! ! ! **! !*! !* !!! *! ! ! !!* !! ! ! ! * !* !*!!!! !
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NTDB id 291988 DIC78 RS15315 WP 127696530.1 VYQFMTNKIYEIDFIIGRLKYYSLLAVTPTLLIITIYDLVQEPNSEFYTFKLTLLTYIIMLAVFYSKELLDFRFRLKRFS 395
NTDB id 91 BSU 31690 NP 391047.2 VYQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFS 397
consensus !!!!* !!***!*!!*!!**!! !!!* !!!!!* ! * * * !* ***! !!!! !!**!!*!!!!!!!
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NTDB id 291988 DIC78 RS15315 WP 127696530.1 EKHNYQDSIFKFTQIIKGASSLKQVFTELESTLLEVLMISKVCVLEVEGDLNVRYFFNDNEKKLWEPYSHQLAETTREIG 475
NTDB id 91 BSU 31690 NP 391047.2 EKFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIG 477
consensus !!*!!!!!!!!*!!***! *!! !!! !! !*!*!!**!! * !! *!* ! * * * ! *! * ! !!!
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NTDB id 291988 DIC78 RS15315 WP 127696530.1 KIVQVDKGFFMKIGERGSKSYIVLCLSFMNTPKLTWDEISWLKTLSFYTSITMENVLKIEELMNHLEDLKKQETNPVWLK 555
NTDB id 91 BSU 31690 NP 391047.2 KIIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLK 557
consensus !!* ! !! !!*!!!! !!**!!!! *!!!*!! !!!!!!!!!!!!!!**!!!!!*!!!!! !! !!! !!!*!!!



logo KLLMFATI EEKQRSDGLARDLHDSVLQDL I SLKRQCELFLAGDFKKDDDNPCREEVQDKLVQMNEQMSDVI SMTRETCHELRPQL
NTDB id 291988 DIC78 RS15315 WP 127696530.1 KLLFTIEEKQRSDLARDLHDSVLQDLISLKRQCELFLADFKKDDDPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQL 635
NTDB id 91 BSU 31690 NP 391047.2 KLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQL 637
consensus !!*! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYR I IQEFLSNAVKHSQATDEVL IML I S IQNKIVLHYE
NTDB id 291988 DIC78 RS15315 WP 127696530.1 LYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATEVLIMLISIQNKIVLHYE 715
NTDB id 91 BSU 31690 NP 391047.2 LYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYE 717
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!
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NTDB id 291988 DIC78 RS15315 WP 127696530.1 DDGVGFDLEKNNEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEMEL 767
NTDB id 91 BSU 31690 NP 391047.2 DDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!
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