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KKL ICLLCDSQFSQADVSTWCRASLFLLKPDDEKRVCQYFSCRNSKLKQI

KIKTGAHICPLCGRPQSTAVHAEVCARDCEAVWKRSTR IDRD
NTDB id 291984 DIC78 RS13345 WP 127696434.1 MRNETGGGSKKLICLLCDSQFSQAVSWCSLFLLKPDDRVCQFCRNKLQIIKGAICPLCGRPQTAHEVCADCEAWKSRIDD 80
NTDB id 109 BSU 35450 NP 391425.2 MSNEAGGGIHKLICLLCDSQFSQDVTWRALFLLKPDEKVCYSCRSKLKKITGHICPLCGRPQSVHAVCRDCEVWRTRIRD 80
consensus ! !! !!! *!!!!!!!!!!!!! !*!* !!!!!!!**!! !! !! ! !*!!!!!!!!!* ! !! !!! !**!! !
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SLLRLRSQNRSVYLTYNDMMKETLASRFMKFRGDAAE I INSAFKNSDFSSETFSAKVYPDKHRFLVLVP IPLSEKEREKAEERGFNQASHQLMLAECL

NTDB id 291984 DIC78 RS13345 WP 127696434.1 GLRLSQNRSVYLYNDMMKETLARMKFRGDAAIISAFKNDFSSEFSAVYPDKRLVLVPIPLSEERKAERGFNQSQMLAECL 160
NTDB id 109 BSU 35450 NP 391425.2 SLLLRQNRSVYTYNDMMKETLSRFKFRGDAEIINAFKSDFSSTFSKVYPDKHFVLVPIPLSKEREEERGFNQAHLLAECL 160
consensus ! ! !!!!!! !!!!!!!!! ! !!!!!! !! !!! !!!! !! !!!!!* !!!!!!!! !! !!!!!! **!!!!!
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VFDETKNNSSAVEGMDNI IVL IDDLYTTGATLHFYAARCLLEKGKAAGSVSSFTL IVRS
NTDB id 291984 DIC78 RS13345 WP 127696434.1 NRPILNPLIRLNNEKQSKKKKTERLLSEHVFETKNSSVEGMDIVLIDDLYTTGATLHYAARCLLEKGKAGSVSSFTLVRS 240
NTDB id 109 BSU 35450 NP 391425.2 DRPSHHPLIRLNNEKQSKKKKTERLLSECIFDTKNNSAEGMNIILIDDLYTTGATLHFAARCLLEKGKAASVSSFTLIRS 240
consensus !! **!!!!!!!!!!!!!!!!!!!!!! *!*!!! ! !!! !*!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!*!!
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