
logo MPF ITKI SATQKKNTERFNI FLDDEKYAFSVDADVLVKFELKKGKELDDLDE I I E IQYGDEVKKGFNRAI
LDFLSYRMRSMTKEV

NTDB id 291961 DIC78 RS05500 WP 106021586.1 MPFITKISAQKKNTERFNIFLDEKYAFSVDADVLVKFELKKGKELDDLEIIEIQYGDEVKKGFNRAIDFLSYRMRSMKEV 80
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEV 80
consensus !!!!!!!! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!! !!!

logo EDHLKKKDETSAPPVIAEVIHKRLNDYKNYLNDQEFAAAYVSTHKKTNGKGPDVLFRELKRAKGIDDDTIKDEATLSSFSFEDEQTEREK
NTDB id 291961 DIC78 RS05500 WP 106021586.1 EDHLKKKDTSAPVIAEVIHKLNDYNYLNDQEFAAAYVSTHKKTNGKGPDVLFRELKAKGIDDDTIKDTLSSFSFEEQTEK 160
NTDB id 116 BSU 08520 NP 388733.1 EDHLKKKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTRE 160
consensus !!!!!!!*!!*!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!* !!!!!!!*!!

logo AVKHI
VEKLLKKDKKLSSTKE I

LKQRAQLMQLQRKGFSFDVI SAALMDEQI EYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMK
NTDB id 291961 DIC78 RS05500 WP 106021586.1 AVKHIEKLLKKDKKLSSKEIKQRAQMQLQRKGFSFDVISAALEQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMK 240
NTDB id 116 BSU 08520 NP 388733.1 AVKHVEKLLKKDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMK 240
consensus !!!!*!!!!!!!!!!!*!!*!!!!!*!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VKQFLFRKGFSLDL I EQFLLQEEEY
NTDB id 291961 DIC78 RS05500 WP 106021586.1 VKQFLFRKGFSLDLIEQFLQEEE. 263
NTDB id 116 BSU 08520 NP 388733.1 VKQFLFRKGFSLDLIEQLLQEEEY 264
consensus !!!!!!!!!!!!!!!!! !!!!!*
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