
logo MITRLVMI FSVLLLLSGCGQTPFKGKI EKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTDEEDI INAI ED
NTDB id 291953 DIC78 RS03930 WP 024120903.1 MITRLVMIFSVLLLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTDEDIINAIED 80
NTDB id 94 BSU 11300 NP 389012.2 MITRLVMIFSVLLLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTEEDIINAIED 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!

logo FHKRGVNLLFYGHGSEYAEEVFNLVGSEDYPDMEQFVI SNAKAKADNVTSVHFLSGEAI
MGFFGGMTAAHMSKTNQVGVIASFSTWQ

NTDB id 291953 DIC78 RS03930 WP 024120903.1 FHKRGVNLLFGHGSEYEEVFNLVSEDYPDMQFVISNAKAKADNVTSVHLSGEAIGFFGGMTAAHMSKTNQVGVIASFSWQ 160
NTDB id 94 BSU 11300 NP 389012.2 FHKRGVNLLYGHGSEYAEVFNLVGEDYPDMEFVISNAKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASFTWQ 160
consensus !!!!!!!!!*!!!!!! !!!!!! !!!!!! !!!!!!!!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!

logo PEVDGF IKGAKYENPDNI EVNTKYTDHWDDDSTTAVKNLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQSDL
NTDB id 291953 DIC78 RS03930 WP 024120903.1 PEVDGFIKGAKYENPNIEVNTKYTDHWDDDSTAVNLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQSDL 240
NTDB id 94 BSU 11300 NP 389012.2 PEVDGFIKGAKYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQSDL 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GENTVLTSTVQNVDKAYE I IAEQFDNKGTLEKGGDHYYDLKNSTGRVVEMGTFSPLVDKQADFQKQKRIAKL IVKTYNKTGELPKNE
NTDB id 291953 DIC78 RS03930 WP 024120903.1 GENTVLTSTVQNVDKAYEIIAEQFDKGTLKGGDHYYDLKSRVVEMGTFSPLVDKAFQKKIAKLVKTYNKTGELPKNE 317
NTDB id 94 BSU 11300 NP 389012.2 GENTVLTSTVQNVDKAYEIIAEQFNKGTLEGGDHYYDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKNE 317
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!! * !!!!!!!!!!!! !! *!!!!*!!!!!!!!!!!!!
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