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NTDB id 1111 NGFG RS09220 WP 003689814.1 MSDLS....VLSPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPLT..............DDESRTFN 62
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ....MEVFQYYPWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKI..............EPPKETLT 62
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ....MELFYFYPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGI..............TPPEGKLT 62
NTDB id 29195 SSED RS02240 WP 012140773.1 MSEFISILSQNLWLFSIISFIFSAVIGSFLNVVIHRFPVMLKREWQQECNQYLNEYHEKLIAPISEQLNNPIDDYPERYN 80
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPI.............I.DHERLT 66
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPI.............I.DHEKLT 66
consensus * * * * * * ***!!!!!!!!*! !**** *! ** ** ****

logo LMNVSLVKPDRASACTSCQPHQAKCGHKRQVQTNQP IKRAIPVWI
R
W
Y

H
D
QNLIP I

L
V

L
V
I
G
S
Y
WLAMLVLKRGQKCHSAGANSHCGKQAHTKSP INSPAIRYP I

A
L I ELLTAGMF

V
L
A
L
M
C
F
V
S
A
G
L
F
L
V
L
I
V
V
A
F
T
W
Y
M

Q
V
H
Y
F
P
G
W
F
P
G
S
T

V
Y
I
W

E
I
F
Q

A
F
M
T

I
V
L
G
A
F
A
L
G
T
V
L
I
F
V
F
L
S
T
A
Y
F
W

F
VL I SA

NTDB id 1111 NGFG RS09220 WP 003689814.1 LMKPDSCCPKCRVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLIS 142
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LSVPRSSCQQCGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIA 142
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LSLPRSTCPHCQTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIA 142
NTDB id 29195 SSED RS02240 WP 012140773.1 LVVPASACPKCKTNIKPWHNLPIVGWLMLKGKCAACGTSISPRYPIIELLTGLAVALLAYHFGPGWEFIFATVLTFVLIA 160
NTDB id 1061 ABD1 RS18470 WP 001152280.1 LNKPASSCPACQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIA 146
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 LSKPASSCPACHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIA 146
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AGFYSLCSLWLIS ILVCFYAYWAVLYFKVL ILTGKTEGMGNYGDFKL ILAVAFLGAW
NTDB id 1111 NGFG RS09220 WP 003689814.1 LTFIDADTQYLPDSMTLPLIWLGLIFNLDGGF.VPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAW 221
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ATFIDLDTMLLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAW 222
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ATFIDFDTLLLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAW 222
NTDB id 29195 SSED RS02240 WP 012140773.1 LTGIDLDEMLLPDQLTLPLLWLGLLINLNGTF.ASPTDAMIGAAAGYLSLWSVFWAFKLLTGKEGMGYGDFKLLAVFGAW 239
NTDB id 1061 ABD1 RS18470 WP 001152280.1 LTFIDFDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAW 225
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 LTFIDFDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAW 225
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NTDB id 1111 NGFG RS09220 WP 003689814.1 LGISALPVLIFVSSLIGLVAAIVM....RVAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LGWQSLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LGWQQLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
NTDB id 29195 SSED RS02240 WP 012140773.1 FGWQMLPLIILLSSLVGAIVGIGLIVTKKINKTNPIPFGPYIAAAGWIAMIWGSDI...TNWYLSTL..... 303
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MGPLMLPLIVLLSSLLGAIIGIIL..LKLRNDNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MGPLMLPLIVLLSSLLGAIIGIIL..LKLRNDNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
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