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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 291832 HMF8227 RS01330 WP 109338467.1 MASRGVNKVILVGNLGQDPDIRYTANGKAVANLTLATSESWKDQS.GQIQEKTEWHRVVMFGKLAEIAGEYLRKGSQIYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENS..........GGAPYEEGYGQSQE..AYQRPAQQSRQPA 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENS..........GGAPYDEGYGQSQE..AYQRPAQQSRQPA 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA 154
NTDB id 291832 HMF8227 RS01330 WP 109338467.1 EGKLQTRKWQDQNGQDKYTTEIVLDPFNGTMQMLGGRGGQ......SGGGQGGGPAQGGYGQPQG.GGYGQSQ.....PQ 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ......G.....GMPAQGGMNVPAQQGSWGQPQQ....PA 145
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 T..RPQPAQK......PAAQAEPPMDNFDDDIPF 180
NTDB id 291832 HMF8227 RS01330 WP 109338467.1 Q..RPAPQQNQGGQNQQPGQMPEPDFDFDDDIPF 179
NTDB id 1166 A1552VC RS00795 WP 000168289.1 K..QHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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