
logo

MASLVAAFLHSTTATENTELPSVYPGRKMHISFLQVSTNGFILAFGILVSAQTRLVI
RLRVLEQDKNAEEQKGAHIVYL IVLDENSTEKVFAAEQTSAKNTQMAE I

R
E
Q

A
E
H
Q
T
S
V
Y
A
L
H
I
M
V
Y
L
K
N
T
D
E
A
E
K
L
Q
S
V
A
Q
S
A
K
K
L
R
A
E
F
A
S
G
K
K
T
V
Q
I
E
P
D
S
I
T
L
M
V

L
V
P
A
P
Q
E
M
W
A
Y
F
I
L
F
S
V
I
L
D
K
E
S
D
E
K
L
N
S

F
S
V
K
G
H
L
S
V
F
I

V
I
L
F
A
H
Q
T
S
S
A
P
E
H
K
L
Q
S
L
S
T
Q
E
I
L
T
A
L
A
E
A
I
L
Q
H
T

A
N
I
L
A
S
A
H
L
Q
R
V
S

N
I
V
EFASGMVYELSPCEIMQYLFPTLESDI

V
L
D
G
R
N
S
A
C
H
R
Q
V

I
F
Y
P
E
D
A
P
R
T
V
Y
G
H
S
A

NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..........MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRYDYA 70
NTDB id 1293 VP RS12240 WP 005479695.1 ..........MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQYEYA 70
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..........MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQYEYA 70
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..........MSVGLLRILVQNQVVTVEQAEHYYNESQA.GKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRHYPRH 69
NTDB id 1251 GCO85 RS07725 WP 011946523.1 MALA..TEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDVG 78
NTDB id 291521 DGN07 RS16345 WP 022558667.1 MSVLSTANLVGITGIARRLVQDGALEESAARSAMDQAALAKVPLPQWFSEKKLVAASQLAAANAVEFGMPLLDVSAFDAS 80
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MSALH..TSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDTS 78
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MSAFT..TPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDPA 78
consensus *** *!** *** ** ** * * ** ** *** ** !*** ** ** *

logo

L
N
R
T
Q
S

F
N
V
I
L
A
L
P
C
M
K
V
Q

G
K
N
T
D
Q

K
V
L
I
L
G
V
N
S
T
D
L
Q
R
E
D
K
E
Q
L
L
M
I
K
L
V
Q
T
E
K
R
F
Y
H
A
D
H
Q
N
R

C
M
V
I
A
M
V
LP I

V
L
A
H
I
N
V
F
H
Q
S
K
R
Q
T
R
P
S
G
D
H
Q
T
N
S

I
K
L
N
R
V
T

V
L
I
F
L
Y
F
V
L
G
ATVDASNDPSTKLQNMTILQAPREQQSAMILEEKQDKAEDTFIKQVRSFHNAASTNKGI

L
A
K
L
N
V
Q

T
V
H
EAPLAIVVILAVDEDETFHHRDAEQKI

L
A
Q
R
T
E
S

G
K
T
R
A
T
V
A
L
I
L
E
G
S
D
R
E
N
W
Q
R
V
W
H
L
G
L
Q
F
Y
S
T
V
A
G
A
S
E
R
K
N
E
S
A
E
I
S
L
T

G
H
Q
S
G
H
F
L
Q

A
D
L
N
E
G

A
L
Q
S
F
K

E
N
S
E
Q
G
L

Y
L
G

NTDB id 1168 A1552VC RS11070 WP 000957200.1 NLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRSIQGAANQG 150
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NTDB id 1110 NGFG RS09235 WP 003689817.1 RVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAGIAVELVIVEDDQLAGLLDWVGSRSTSLLQELG 149
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLSEY 158
NTDB id 291521 DGN07 RS16345 WP 022558667.1 QNAVKLVSEELLQKHQVLPLFKRGNRLFVGVSNPTQTRALDDIKFHTNLVVEAILVDEDQIRRTLEQWQASNASLGSSLG 160
NTDB id 1058 ABD1 RS01615 WP 001274986.1 QIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDF... 155
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 KEISQDELANLVK.....VSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQ 225
NTDB id 1293 VP RS12240 WP 005479695.1 KEINQEELASLVD.....VGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQ 225
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KEINQDELAGLVD.....IGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQ 225
NTDB id 1110 NGFG RS09235 WP 003689817.1 EG..QEE............EESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQ 215
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VE.DSGDLEGLEISADDE...DQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVAT 234
NTDB id 291521 DGN07 RS16345 WP 022558667.1 N..DDEEMGDLDVSAGDEDMGAGGDSGVDAKGDDTPVVKFVNKVLVDAIRRGASDIHFEPYEDDYRVRLRIDGLLKNVAK 238
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...NDEE.FDLDVN..LDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIAN 229
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ...DTEE.LDLDVE..VDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIAT 229
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 PASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQ 304
NTDB id 1293 VP RS12240 WP 005479695.1 PPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQ 304
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDS 304
NTDB id 1110 NGFG RS09235 WP 003689817.1 PPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPF 295
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPV 313
NTDB id 291521 DGN07 RS16345 WP 022558667.1 APVKLNQRIAARLKVMSQLDIAEKRVPQDGRIKLNLSK.TKQIDFRVSTLPTLFGEKVVLRILDGSAAKLGIDKLGYEAD 317
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEED 308
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPE 308
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 QKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLR 384
NTDB id 1293 VP RS12240 WP 005479695.1 QKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLR 384
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLR 384
NTDB id 1110 NGFG RS09235 WP 003689817.1 QKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLR 375
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLR 393
NTDB id 291521 DGN07 RS16345 WP 022558667.1 QQKLFLEAIHKPYGMVLVTGPTGSGKTVSLYTALGILNDETRNISTAEDPVEIRLPGVNQVQQNNKRGMTFAAALRSFLR 397
NTDB id 1058 ABD1 RS01615 WP 001274986.1 QKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLR 388
NTDB id 1018 ACIAD RS01685 WP 004920473.1 QKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLR 388
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 QDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAV 464
NTDB id 1293 VP RS12240 WP 005479695.1 QDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQ 464
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQ 464
NTDB id 1110 NGFG RS09235 WP 003689817.1 QDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEV 455
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVR 473
NTDB id 291521 DGN07 RS16345 WP 022558667.1 QDPDIIMVGEIRDLETAEIAIKAAQTGHMVLSTLHTNDAPQTIARLMNMGIAPYNITSSVTLVIAQRLARRLCNNCKRK. 476
NTDB id 1058 ABD1 RS01615 WP 001274986.1 QDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIP. 467
NTDB id 1018 ACIAD RS01685 WP 004920473.1 QDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRP. 467
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 .RPSALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTL 538
NTDB id 1293 VP RS12240 WP 005479695.1 .EHTVQL.QHLGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTL 537
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .EPNSQL.QHIGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTL 537
NTDB id 1110 NGFG RS09235 WP 003689817.1 ERPSASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMVDL 534
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGMLTI 550
NTDB id 291521 DGN07 RS16345 WP 022558667.1 STLPDNALLAEGFTPAQLAA.GIELYEAVGCDECT.EGYKGRTGIYQVMPMTDEIGAIVLEGGNAMQIAEAAQAIGIRDL 554
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ADIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNL 546
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IQVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNL 546
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 QESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 QMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 RRAGILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 291521 DGN07 RS16345 WP 022558667.1 RQSALMKAAHGVTSLAEINRVTKD 578
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RRSGLKKVMQGVTSLQEINRVTSE 570
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