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NTDB id 29148 EAE RS05265 WP 015369385.1 ..........................................MMRR......ISLLLLLLPLL.......AAATKKEPPV 25
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ...........................................MKQ......WIAALLLMLIP.......GVQAAKPQKV 24
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEKAPDKSILDKEGKLI 160
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ..................................................MRYLFLLFFAT..........FPVLANQQI 20
NTDB id 1347 HI 0435 AAC22094.1 ...........................................MKKYFLKCGYFLVCFCLPLIVFA.....NPKTDNERF 32
NTDB id 1373 NTHI RS02645 WP 011272046.1 ...........................................MKKYFLKCGYFLVCFCLPLIVFA.....NPKTDNECF 32
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NTDB id 29148 EAE RS05265 WP 015369385.1 SLVVDDVPVVQVLQSLAEMQNLNVIVAPEVSGTLSLHLNSVPWRQALQSVVDSAGLTMARQGTVLYIHTQAWQQAKRAQQ 105
NTDB id 1433 BW25113 RS17570 WP 000815987.1 TLMVDDVPVAQVLQALAEQEKLNLVVSPDVSGTVSLHLTDVPWKQALQTVVKSAGLITRQEGNILSVHSIAWQNNNIARQ 104
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQ 240
NTDB id 1381 A4U84 RS02010 WP 021113424.1 SLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQEH.....KQ 95
NTDB id 1347 HI 0435 AAC22094.1 FIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSG.....KG 107
NTDB id 1373 NTHI RS02645 WP 011272046.1 FIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSG.....KG 107
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NTDB id 29148 EAE RS05265 WP 015369385.1 EAEQARRWQNLPLRNHSIPLRYADADELAK.....SGGKLLSARGTMTVDRRTNRLLIRDDDRHLPALKAWAEEMDLPVG 180
NTDB id 1433 BW25113 RS17570 WP 000815987.1 EAEQARAQANLPLENRSITLQYADAGELAK.....AGEKLLSAKGSMTVDKRTNRLLLRDNKTALSALEQWVAQMDLPVG 179
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVK 320
NTDB id 1381 A4U84 RS02010 WP 021113424.1 HTTAQLVNALPKLITKTIKLHYSKASEVIESLT.KGQGNLLSESGYLHFDDRSNSIIVKDSAASVKNFTQLIESLDKPTE 174
NTDB id 1347 HI 0435 AAC22094.1 QVAGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLIAEMDKPIE 186
NTDB id 1373 NTHI RS02645 WP 011272046.1 QVAGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLIAEMDKPIE 186
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TGGNGKQS ILSVFVETGTNLIDGSANSDDFNLASNVNLFAATPTAVSTDNPTNAPSTAAGT
NTDB id 29148 EAE RS05265 WP 015369385.1 QVELAAHIVSMSATSLRELGVKWSLAEASSTPG..MG......................KITNLSSNLAV.....SDATT 231
NTDB id 1433 BW25113 RS17570 WP 000815987.1 QVELSAHIVTINEKSLRELGVKWTLADAQHAGG..VG......................QVTTLGSDLSV.....ATATT 230
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QVQIEARIVTINEGNMDELGVRWGFTSINGSHT.VGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVNLAATSPNAT 399
NTDB id 1381 A4U84 RS02010 WP 021113424.1 QIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNL.................EGNGLTT..NNLNVNF..PVNPSA 233
NTDB id 1347 HI 0435 AAC22094.1 QIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSL.................TGNSFENIADNLNVNFATTTTPAG 249
NTDB id 1373 NTHI RS02645 WP 011272046.1 QIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSL.................TGNSFENIADNLNVNFATTTTPAG 249
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NTDB id 29148 EAE RS05265 WP 015369385.1 RGGFNIGRING.RLLELELSALEQKQQVDIIASPRLLASHMQPASIKQGSEIPYQVSSGESGATSVEFKEAVLGMEVTPT 310
NTDB id 1433 BW25113 RS17570 WP 000815987.1 HVGFNIGRING.RLLDLELSALEQKQQLDIIASPRLLASHLQPASIKQGSEIPYQVSSGESGATSVEFKEAVLGMEVTPT 309
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSS.SGATSVTFKKAVLSLKVTPQ 478
NTDB id 1381 A4U84 RS02010 WP 021113424.1 SVALQIAAINS.RVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREAVLGLEVTPH 312
NTDB id 1347 HI 0435 AAC22094.1 SIALQVAKING.RLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPH 328
NTDB id 1373 NTHI RS02645 WP 011272046.1 SIALQVAKING.RLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPH 328
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NTDB id 29148 EAE RS05265 WP 015369385.1 VLQQDRVRLKLRISENTPGQVLQQENGEALAIDKQEIETLVEVKSGETLALGGIFSQKNKSARDSVPLLGEIPLLGQLFR 390
NTDB id 1433 BW25113 RS17570 WP 000815987.1 VLQKGRIRLKLHISQNVPGQVLQQADGEVLAIDKQEIETQVEVKSGETLALGGIFTRKNKSGQDSVPLLGDIPWFGQLFR 389
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFR 558
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ISKQNQILLDLAISQNSPNNQIN...NTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGSIPVIKRLFS 389
NTDB id 1347 HI 0435 AAC22094.1 ISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFS 408
NTDB id 1373 NTHI RS02645 WP 011272046.1 ISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFS 408
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NTDB id 29148 EAE RS05265 WP 015369385.1 HDGKDNERRELVVFITPRILAVH.............. 413
NTDB id 1433 BW25113 RS17570 WP 000815987.1 HDGKEDERRELVVFITPRLVSSE.............. 412
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RSYENVGKSELLIFVTPKVVIQ............... 580
NTDB id 1381 A4U84 RS02010 WP 021113424.1 QSQDKISKRELVIFVTPYIVKSEKIG.AEKQK..... 420
NTDB id 1347 HI 0435 AAC22094.1 KESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 KESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK 445
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