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V IVVVFHEFGHFYFFAKKRSGI LVREFAIGMGPKI FSAHI
TGKDGTAVYTIR I LPLGGYVRMAGWGDEDATTE IKT

NTDB id 291441 DG474 RS08490 WP 255778091.1 MIGLLTFILVFGIIVVVHEFGHFYFAKKSGILVREFAIGMGPKIFSHIGKDGTAYTIRILPLGGYVRMAGWGDDATEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !****!!*!*!**!!!*!!!!!!*!!!*!!!!!!!!!!!!!!!!!*!*!!!!!*!!!!!!!!!!!!!!!!!!*!*!!!!!

logo GTSPVASLTLAGDKDGKVKRR INLSGDKRKQLVDQTALPMQNVTQAFYDFLEDKLFTIKTGLVLEGEETKTFYTEVDHDATVIVEEDGTEVLR IAPLKDVQY
NTDB id 291441 DG474 RS08490 WP 255778091.1 GTPVSLTLADDGKVKRINLSGKKLDQTALPMQVTQFDFEDKLFIKGLVLEEEKTFTVDHDATVVEEDGTEVRIAPLDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!*!!!!**!!!!*!!!!!****!!!!!!!*!!**!*!!!!*!*!!!!*!*!!**!!!!!!*!!!!!!!*!!!!*!!!!

logo QNAS IWGKRL ITNFAGPMNNF I LGVVLVFWI I L IAFFVQGGVRQDTQSTNLFIHQVMAPNEGGALAAQKVVSGVLAKETTGADQAITVKAVIGNSKHDEKVKTNDWQDDSLTKQE
NTDB id 291441 DG474 RS08490 WP 255778091.1 QNASIWGKLITNFAGPMNNFILGVVVFWILIFFQGGVRDTQTNLFHVMPEGALAKVGVAETAQITKVGSHEVKNWQDLTQ 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!!!!!*!!!!!!!!!!!!!!!!*!!*!!*!*!!!!*!!*!!!**!***!!****!******!*******!**!**!**

logo AVLERAEDNTKQDKKFTSKAGPDTSLDSVTVI
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SNGSQEKEQTVITSVTKPEQKENSQGRSYI

FLGVQSPVVLKSTDGFLLKSDMKFIVFGGFTQTMAAWDESGGALTRAI LSAATLKNGL I FTHN
NTDB id 291441 DG474 RS08490 WP 255778091.1 AVEADTKDKT.APTLDVT.ISENGSEKQVTVTPEENQGRYILGVQPVVKSDFLSMFVGGFTTAADSGLRILSALKNLIFH 318
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !****!********!*!!****!!*!****!*!***!!*!*!!!*!!*!********!!!**!******!!**!!*!!**
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LG I FNL IP IPALDGGKIVLMNI LI EA IRRKPLKNQE I ETSYVITMLAGV
NTDB id 291441 DG474 RS08490 WP 255778091.1 PDLNKLGGPVAIFKASSDAAKNGLENVLYFLAIISINIGIFNLIPIPALDGGKIVLNILEAIRRKPLKQEIETYVTMAGV 398
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus **!!!!!!!!!*!**!**!***!!***!******!!!*!!!!!!!!!!!!!!!!!*!!*!!!!!!!!*!!!!*!*!*!!!
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IAVTWNDIMRLAFF
NTDB id 291441 DG474 RS08490 WP 255778091.1 VIMVVLMLAVTWNDIMRLFF 418
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
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