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NTDB id 291411 DG474 RS03385 WP 255778803.1 N YL TEVAQKDESIERYING . [€XTASIADRYLIIZSISN@RMBNLNVNNGGMLQNIGLEPGE VD KINK AVAGIBD THT Q 556
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NATLNAANAAAEDWDISNVIW PDYQDPSTYLDIFKTTSSENTK@FMGYDDPNNAAAAQVGLKDYDALL SAASET 558
NTDB id 324 STU RS16140 WP 011226306.1 ENJTLNAANAAAEDWDISNEV WAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD 558
NTDB id 292 STER RS06940 WP 011681419.1 ENATLNAANAAAEDWDISNBVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD 558
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o URNAR LESU VAR AN N B TSR

NTDB id 291411 DG474 RS03385 WP 255778803.1 Q 633
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LNRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGAS QVGDKNSDYKYVKPQEKVVTKKEYE‘.QSREKWL 637
NTDB id 324 STU RS16140 WP 011226306.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPRISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
NTDB id 292 STER RS06940 WP 011681419.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638

consensus sk Dlsksk b ok DD D o D sk Do b Doskskoskoskosk Dosksk Doskoskoskosksksk | Doskosksksksk Dok Dok Dskskoskoskoskosksk D sk Dok Dk Dk b Pk DD ke D11

- s

NTDB id 291411 DG474 RS03385 WP 255778803.1 652
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KEKKRISNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 KEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KEKKESNEKAQKDLEKHVK 657
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X non conserved
B similar
>50% conserved



