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LLFLIA S|8G LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AiJeGWRL M FL LGI AHFIDIRMGAGDFL

SLGQ ILITAGLTLGIYDFRHQEYPLLVWMTFHLIL AJYMGWNLVMViJF ILGI AHFIDIRMGAGDFL
LLFLEYSWG LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVJJFLRALGILAHFIDIRMGAGDFL
LLFLLYSWG LSLGQV LITAGLTLGIYDF HQEYPLLVWMTFMLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
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FLASC VFSVTELLILIQFASARIGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVR 219
FLASCALVFSVTELLILIQFASANGILAFLLQKKKERLPFVPFLLLAAR IIFF{NgLL V(e 220
FLASCALVFSITELLILIQFASATGILAFLLQKKKERLPFVPFLLLARCVIIFGKLLLV] 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAGC IIFGKLLLVE 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVR 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVE 219

FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV. 219
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X non conserved
B similar
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