logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

291383 B1H56 RS06790 WP 066523489.1

125
537
279
238
204
169
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

291383 B1H56 RS06790 WP 066523489.1

125
537
279
238
204
169
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

291383 B1H56 RS06790 WP 066523489.1

125
537
279
238
204
169
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

291383 B1H56 RS06790 WP 066523489.1

125
537
279
238
204
169
509

consensus

BSU 00870 NP 387968.1

SMSK321 RS07120 WP 080550752.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

SMSK321 RS07120 WP 080550752.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

SMSK321 RS07120 WP 080550752.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

SMSK321 RS07120 WP 080550752.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1

AT 00 YRR S SRERARMURLTE . 0 KA Ts R B

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERRKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESRKTKPMKLAEVTSINVNRTKTEMEEF

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSMKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESMKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESRKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESSMKTKPMKLAEVTSINVNRTKTEMEEF

Pl bk b b DLk e b D E D Pl oskokok ok ok ook ok sk ok ok ok * % skook ok ok ok ok ok okokokokok Dokok Dok 1]

L SIS ASTLLSTE o VNS A UREA, et

RLGRY PSLH | ET M | B

.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR]
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR]
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR]
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEMGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR]
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR|
rrrrrrrnr o [ I e o B B R O I B B B B B LI B L A B I B B B I B B B B S S e s * o lx % *

e s e A B

'\Al éLN K

AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF

INEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF|
sk ok ok kokok |k | ST N * 11wk PELLL L sk DR sk b b

G 8 B R L

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
Tl I T Fokokok Lo ] Lkokokorr DL Ls Dok Dk D1 Lok ok

154
160
156
156
156
156
156
156

234
240
236
236
236
236
236
236

314
320
316
316
316
316
316
316



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

291383 B1H56 RS06790 WP 066523489.1

125
537
279
238
204
169
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

291383 B1H56 RS06790 WP 066523489.1

125
537
279
238
204
169
509

consensus

BSU 00870 NP 387968.1

SMSK321 RS07120 WP 080550752.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

SMSK321 RS07120 WP 080550752.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1

IR AR L HDMLAGA IO AD A SO F

GNjy RWIATG DIEINRYYSL MAVLEKRWYGLLLQNQDAYLK|JAGGVKLDEPAIDLA [j IASS
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLT|
[ o o e I N I R I R R [ R R R N ey R N ey Y

e T

Tl

T3 A A NADEWIKEECIHISRAA NN AAMRTS LG 458
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPP.EIQVIGVTTIQEVLKKVFA. 453
453
453
453
453
453

I I R R e e R ey *orkr ok Dk Dn | L kokokr e Lk ek

X non conserved
B similar
> 50% conserved

394
400
396
396
396
396
396
396



