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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTP 79
NTDB id 291240 DEH84 RS10890 WP 109036875.1 MSTASAHRLLVIDDEPDLRTLYELTLLREGYDVETADSVAQALQHLAEQRYSAVITDMRLPDGTGLDILEHLEQTGRQER 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTP 77
consensus * **!**!!!*!** !***!!*!***** *! ! *!***** *****!!**!!!!*!!!** ** ! ****

logo

A
I
V

I
A
M
V
L
ITAYGNSALMEDI

N
TAVIAQSALKAGAFDYFVLSTKPVNDQLGKVHQRFLDREQSVLLVQAKSTI

A
V
L
G
N
R

R
L
R
Q
G
K
N

A
P
V

V
E
A
H
S

D
E
T

E
P
T

A
P
T

E
PVDSASRPGASQAAPAANGGNARLSAELNKNQLRLLIG

NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTE.................NALENKLLIG 142
NTDB id 291240 DEH84 RS10890 WP 109036875.1 AIVITAYGSAENAVSALKAGAFDYLTKPVDLKQFRSVVASIVGLQGAVSTPPPVSASRPGASQAAPAANGGRSALQRLIG 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEAPVD....................NRLLG 137
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSLPIQQLRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQ 222
NTDB id 291240 DEH84 RS10890 WP 109036875.1 VDRGLQQVRQLIDKVARSMAPVLISGESGTGKELVARAIHDTSTRAARPFIAVNCGAIPEHLLEAEFFGYRKGAFTGASE 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ESPPMRALRNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIE 217
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 DKQGLILSAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIH 302
NTDB id 291240 DEH84 RS10890 WP 109036875.1 DREGFFQAAAGGTLFLDELGDLPLAMQSKLLRAIQERAVRPVGATAEMPVDVRLLSATHKDLAAEVQAGRFRQDLYYRLN 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DKQGLFQAASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLN 297
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 VMDLILPPLRERGEDVLLLANHFIQKICMEWETPPK.QLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHL 381
NTDB id 291240 DEH84 RS10890 WP 109036875.1 VIQIRLPALRERREDLPGLCAGLLERLAREAGLSAVPQLSEAALRALEVHPFPGNVRELENLLHRATALSGHATIDAADL 400
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARL.TGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDL 376
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 HPAPLRANISNPFASAAQSIQTTVA......APQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRS 455
NTDB id 291240 DEH84 RS10890 WP 109036875.1 GLDAPATAASS....AAPTITEPAPASLATAPVPATPAALPTDLAAHLDQVERDILVRALEKHRLNRTAAGQSLGLSLRQ 476
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RLADAPGASQE....GAAS..................LSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRS 434
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LRYRLKKFGLDTETEQEV............ 473
NTDB id 291240 DEH84 RS10890 WP 109036875.1 MRYRMARLGVQVNDHGIVLGEQFDPEHDPD 506
NTDB id 1473 PAKAF RS24000 WP 003094694.1 MRYRLKKLGID................... 445
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