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NTDB id 291239 DEH84 RS10860 WP 109036869.1 MFSFIKKKLGWGQSAPEAPAEQPAAAPATPAA.PETAPLPPA..PAPAPVASPPTSPI.........VPAPAAAVPAAAP 68
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
consensus !!!!!*!!!!!!!!!!! !* !!*! **!! !!*!!!*!!!!!!*!!!!*!*!*!!!!!!!*!!!!!!!!*

logo

K
RKI

VKRVI
L
G
QKAI

M
D
P
G
TAPHE I

V
I
L
L
VVLVDAGNI

TGQNALVANQVKAFDDEALGLTGL IVTKLDGTAKGGI
VLAAI

LALWSRQRSDQARPVPVRYFYIG
NTDB id 291239 DEH84 RS10860 WP 109036869.1 RKIKRVIGKAMDTAPHEVLLVVDGNTGQNALAQVKAFDEALGLTGLIVTKLDGTAKGGVLAAIALWSRQRQAPVPVYFIG 382
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA.....SDRPVPVRYIG 395
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NTDB id 291239 DEH84 RS10860 WP 109036869.1 VGEKLEDLQTFSAREFAHALLS 404
NTDB id 1118 NGFG RS11455 WP 003696286.1 VGEGIDDLRPFDARAFVDALLD 417
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