
logo MKPQSLQFLRLSQHLALTPQLQQS IRLLQLSTI
LELHQQEVEQAMLETEMNPFLLEPREENEFWLPADTVDSATARAI SLEGAFDEGRQSRVNAELRQTSSESAEGTPSLSPS

NTDB id 291227 DEH84 RS01185 WP 109034004.1 MKPSLQFRLSQHLALTPQLQQSIRLLQLSTLELHQEVEQMLEMNPFLEPEEEFPAVDTAASLEFERQRNERTSSEEGSSS 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARI..GADGSVNALQSSSATPLP 78
consensus !!*!!! !!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!! ! !! !!*! !** ** * ! !! * *
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NTDB id 291227 DEH84 RS01185 WP 109034004.1 SEASPSEGEAGGLDTVEIGTTERDDWENGT........ERDDF..DGIRETPSRNNDGDDDFDPLERNAVAISLQEHLRQ 150
NTDB id 1425 RS RS02020 WP 011000369.1 TESPPPA..ANGAD...HADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQ...SDEDDRAPMQLREAEPTQREFLME 150
consensus *! *!* **! ! !***** ! *!!!*********!! !***! ! *** *!! !* ** !*!

logo QLALGPLTKRLNSAPQRDKMAGALVEI FI L I ESLDNDEDEGYLATDGPSLDE IALADSLLPAPEELAEDEDMRDEVELLDSERLQRACALRSMWLQHSFMDPATGI
VGARSSALASECL

NTDB id 291227 DEH84 RS01185 WP 109034004.1 QLLGTRLNAQDMAAVEILIESLNEDGYLADPLDEIAASLLPEEADEDMRDELLSRLRCALSWLQHMDPTGVGASSLSECL 230
NTDB id 1425 RS RS02020 WP 011000369.1 QLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELE......VELDELQAALRMLQSFDPAGIGARSAAECL 224
consensus !! * *! * ! * ! !!!!! **!!! *!!!! ! !**! ****** ! ! *!! !!* !! !*!! ! !!!

logo
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L
T
VICVLNHQHLELLAARRDTYRTKRLKMAKALTGSAVDDEGHELLKAEAHQEGL IRVGSLAEPFKPGHRARFGTRAEADNFI IVVPDVI

VVQRK
NTDB id 291227 DEH84 RS01185 WP 109034004.1 VLQLRTLEEEAARDLAIVICLHHLELLARRDTRKLMAATGADEHLLKEAQGLIVGLEPKPGRRFTRAEANIIVPDVIVQK 310
NTDB id 1425 RS RS02020 WP 011000369.1 TLQLQRLDSP.AKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRK 303
consensus !!! !* **!**!!* !* *!!!!!! !! *! ! !** !! !* !! ! ! !!* ! !!!! *!!!!*! !
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NWKMAVQVLNPDVMPKRLR INDLMYAQAI LRSSTRGSEPRSGATAATESHTANLQSQSKRLQEARWFL IVKNIQQRFDTI LRVSQAIVDERQKNSF

NTDB id 291227 DEH84 RS01185 WP 109034004.1 SGRNWKVVLNPDVMPKLRINDLYAQALRSTRSPRGTAATESHTALSSRLQEARWFVKNIQQRFDTILRVSQAIVDRQKNF 390
NTDB id 1425 RS RS02020 WP 011000369.1 TAAGWMAQLNPDVMPRLRINDMYAQILRSSRGESGAA......NLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSF 377
consensus ** ! !!!!!!!*!!!!!*!!! !!!*! * ! !****** ! *!!!!!! *!!!!!!!!!!!!!!!!!!*!!! !

logo FTHGE IAMKRPLVLRE IADETLGLHESTI SRVTTANKYMANTPFMGTFELKYFFGSHSLVNSTDEATGGANASSTAI
VRAL IKQLVAGAEDPK

NTDB id 291227 DEH84 RS01185 WP 109034004.1 FTHGEIAMKPLVLREIADELGLHESTISRVTTAKYMNTPFGTFELKYFFGSSLNTDAGGNASSTAVRALIKQLVAAEDPK 470
NTDB id 1425 RS RS02020 WP 011000369.1 FTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPK 457
consensus !!!!!!!!*!!!!!!!!! !!!!!!!!!!!!! !!! !! !!!!!!!!!!!** !* !! !!!!!*!!!!!!!!*!!!!!
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NTDB id 291227 DEH84 RS01185 WP 109034004.1 KPLSDSQLSSMLEEQGIQVARRTVAKYREALKIAPANLRKAL 512
NTDB id 1425 RS RS02020 WP 011000369.1 NPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!! * *! !!! !!!!!!!!!!!!!!!** !!!! !



X non conserved

X similar

X ≥ 50% conserved


