
logo MI
NRFINTLCAAGS IVALMALSGATAMVAAPATATPSVDMVYGSNNLQFSKI

VELAMESTTASGYNYDQMVKYHYDQAKP IATVKFNQWSGTPTGDNTYKNIYFDGAV
NTDB id 29119 VAA RS16885 WP 029190014.1 MNRITLCAASIAMALSGTAMAAPATPSVDVYGSNNLQFSKVELAMESTAGYNQMVKYYDQAPIAVKFNQWSGTTGNTYKIYFDGA 85
NTDB id 1298 VP RS15510 WP 005482861.1 MIRFNLCAAGVALALSGAAVAAPTAPSVDMYGSNNLQFSKIELAMETTSGYYDMVKYHDQAKITVKFNQWSGTPGDTYNIYFDGV 85
consensus ! ! !!!! *!*!!!! !*!!! !!!!*!!!!!!!!!!*!!!!!*! !! !!!!*!!!*! !!!!!!!!!*! !! !!!!!

logo

K
QVATGAP ITGGSQTTANTFDSYAGQGGLVYQMAE I EACDATGCSKSADPAVE ITIADTDGSHLKPLTVMNI

VDPNNKTYNTTDKPDSTVVMVGTYFVEWGI
NTDB id 29119 VAA RS16885 WP 029190014.1 QVATGPITGSQTTANFSYAQGGVYQMAIEACDATGCSKSAPVEITIADTDGSHLKPLVMNIDPNNKTYTTDKDTVVGTYFVEWGI 170
NTDB id 1298 VP RS15510 WP 005482861.1 KVATGAITGGQTTATFDYGQGGLYQMEIEACDATGCSKSDPAEITIADTDGSHLKPLTMNVDPNNKTYNTDPSVVMGTYFVEWGI 170
consensus !!!!*!!! !!!! ! !*!!!*!!! !!!!!!!!!!!! ! !!!!!!!!!!!!!!! !!*!!!!!!! !!* !*!!!!!!!!!

logo YDGRKNYTVDNI
MPADNLTHI LYGF IP ICGPNESLVKSVGGNSFYNALMQTACNRGVNPDYEVVIHDPWAAYQKSFPQAGHEQYSSTP IKGNYAM

NTDB id 29119 VAA RS16885 WP 029190014.1 YDRKYTVDNIPADNLTHILYGFIPICGPNESLKSVGGNSYNALMTACNGVNDYEVVIHDPWAAYQKSFPQAGHQYSSPIKGNYAM 255
NTDB id 1298 VP RS15510 WP 005482861.1 YGRNYTVDNMPADNLTHILYGFIPICGPNESVKSVGGNSFNALQTACRGVPDYEVVIHDPWAAYQKSFPQAGHEYSTPIKGNYAM 255
consensus ! ! !!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!! !!! !!*!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!

logo LMALKQRNPDLKI ILPS IGGWTLSDPFFYDFTVNKANRDTFVASVKKFLKTTWKFYDGVDIDWEFYPGGGGAQAADKRGDPVNDGPAYI
VALM

NTDB id 29119 VAA RS16885 WP 029190014.1 LMALKQRNPDLKILPSIGGWTLSDPFFDFTNKANRDTFVASVKKFLTTWKFYDGVDIDWEYPGGGGQAADRGDPVNDGPAYIALM 340
NTDB id 1298 VP RS15510 WP 005482861.1 LMALKQRNPDLKIIPSIGGWTLSDPFYDFVNKANRDTFVASVKKFLKTWKFYDGVDIDWEFPGGGGAAADKGDPVNDGPAYVALM 340
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!*!!!!! !!!*!!!!!!!!!!*!!!

logo RELRAMLDELEQASETGRTYELTSAIGVGHYDKI EDVNYAGDEAI
VQYMDYI FAMTYDFYGGWNNVLPGHQTALYCGSFMRPGQCDGKSGVDE

NTDB id 29119 VAA RS16885 WP 029190014.1 RELRAMLDELQSETGRTYELTSAIGVGHDKIEDVNYGEAIQYMDYIFAMTYDFYGGWNNVLGHQTALYCGSFMRPGQCDGKGVDE 425
NTDB id 1298 VP RS15510 WP 005482861.1 RELRAMLDELEAETGRTYELTSAIGVGYDKIEDVNYADAVQYMDYIFAMTYDFYGGWNNVPGHQTALYCGSFMRPGQCDGSGVDE 425
consensus !!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!!**!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!

logo NGEAPYKGPAYTADNGIQLLLAQGVPANKLVLGATAMYGRGWEGVMTPADSTLSTDPNTDPMTGTVAGNTGKLKGSTSTAQGVWEADGVIDYKGIKSF
NTDB id 29119 VAA RS16885 WP 029190014.1 NGEPYKGPAYTADNGIQLLLAQGVPANKLVLGAAMYGRGWEGVMPASLSDPTDPMTGVGNGKLKGTSAQGVWEAGVIDYKGIKSF 510
NTDB id 1298 VP RS15510 WP 005482861.1 NGEAYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDPMTGTATGKLKGSTAQGVWEDGVIDYKGIKSF 510
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! ! *!*!! !!!!! * !!!!!**!!!!!! !!!!!!!!!!!

logo MLGANNTGINGFEYGYDAQAEAPWVWNRTTGEQL IVTFDDHNRS IVKLAKGASYAKRNSLGLAGLFSWE IDADNGDI LNAMHEGSLMAGGGTVTVPPQ
NTDB id 29119 VAA RS16885 WP 029190014.1 MLGANNTGINGFEYGYDAQAEAPWVWNRTTGQLVTFDDNRSIKAKGAYARNLGLAGLFSWEIDADNGDILNAMHESLAGGGTTPP 595
NTDB id 1298 VP RS15510 WP 005482861.1 MLGANNTGINGFEYGYDAQAEAPWVWNRTTGELITFDDHRSVLAKGSYAKSLGLAGLFSWEIDADNGDILNAMHEGMAGG.VVPQ 594
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!*!!* !!! !!* !!!!!!!!!!!!!!!!!!!!!!!! *!!!* !*



logo

A
PNRKVPTAANAGAVDQSVTVGPAVSVVLDGGSAQSKDSDGTIAVSYAVWEQQTVASGTAVSVLAVGNANSTAKRASFDAAEVTVQVEVEQQTLTFKLTVTDNEKGATA

NTDB id 29119 VAA RS16885 WP 029190014.1 ANRVPTANAGVDQSVVGPVSVVLDGGASKDSDGTIVSYVWQQTAGTAVSLVNANSARASFDAAEVVQVQTLTFKLTVTDNKGATA 680
NTDB id 1298 VP RS15510 WP 005482861.1 PNRKPTAAAGADQSVTGPASVVLDGSQSKDSDGTIASYAWEQVSGTAVVLAGANTAKASFDAAEVTVEEQLTFKLTVTDNEGATA 679
consensus *!! !!! !! !!!! !! !!!!!! !!!!!!!! !! ! ! !!!! ! !!*!*!!!!!!!! !!!!!!!!!! !!!!

logo SDLVVTVVTVKPAKAGVTVDEPVNNTAPPVAQVI
V
T
VAPASNTANSAGDEVVVVDASASSDAVDNQDTLTFANWDTLVPAQGLNATI

V
N
QGASKSVSTFTVAAPEYPTQDTSTLS

NTDB id 29119 VAA RS16885 WP 029190014.1 SDVVTVTVKPKA.TEPVNTPPVAVITAPSNASAGEVVVVDASASSDVDQDTLTFAWDVPAGLNATIQGASVSFVAPEYTQDTTLS 764
NTDB id 1298 VP RS15510 WP 005482861.1 SDLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVDASASSDADNDTLTFNWTLPQGLNATVNGSKVTFTAAEYPQDTSLS 764
consensus !!*! !!!!! ** *!!! *!!! * !! ! !!*!!!!!!!!!!! !*!!!!! ! *! !!!!!**! !*! !*!!*!!!*!!

logo FTVSTVSDGKAASASSASASTVI
VVAKQHKDTTDSGPGNGPDGTCDSNALWDAKSAVYTGGNQQVSTHWAGKTVWEAKWWTQTGDEDNPSKTSTGEVWGVWKE I

VGPVANSCNPT
NTDB id 29119 VAA RS16885 WP 029190014.1 FTVTVSDGKAAASASASVIVAKKD.SGGGDTCSNLWDKSAVYTGGQQVSWAGKVWEAKWWTTGENPSTTGVWGVWKEIGPASCPT 848
NTDB id 1298 VP RS15510 WP 005482861.1 FTVSVSDGKASSSASATVVVAQHTTDPNPGTCDNAWDASAVYTGGNQVTHAGKTWEAKWWTQGDDPSKSGEWGVWKEVGVANCN. 848
consensus !!!*!!!!!! !!!!*!*!! * * * * !! ! !! !!!!!!!*!!**!!! !!!!!!! !* !! *! !!!!!!*!*! !**

logo

S
NTDB id 29119 VAA RS16885 WP 029190014.1 S 849
NTDB id 1298 VP RS15510 WP 005482861.1 . 848
consensus *

X non conserved

X similar

X ≥ 50% conserved


