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NTDB id 1186 GTF74 RS01320 WP 000788426.1 GKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLR 235
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 SLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSHS.VGGSIESNLWQKGLLAD........DEFPVDEFLNVNLA 383
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSHS.VGGSIESNLWQKGLLAD........DEFPVDEFLNVNLA 383
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NTDB id 1373 NTHI RS02645 WP 011272046.1 EMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNFA 242
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSS.SGASTVAFKKAVL 462
NTDB id 1175 A1552VC RS12105 WP 000788426.1 STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSS.SGASTVAFKKAVL 462
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSS.SGATSVTFKKAVL 471
NTDB id 1347 HI 0435 AAC22094.1 TTTTPAGSIALQVAKING.RLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVL 321
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NTDB id 1175 A1552VC RS12105 WP 000788426.1 SLKVTPQITPDNRLVLDLSVTQDRRGETVKT..GTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGD 540
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SLKVTPQITPDNRLVLDLSVTQDRPGQVVKT..GTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGD 549
NTDB id 1347 HI 0435 AAC22094.1 GLEVTPHISKDNNILLDLLVSQNSPGSRVAY..GQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGD 399
NTDB id 1373 NTHI RS02645 WP 011272046.1 GLEVTPHISKDNNILLDLLVSQNSPGSRVAY..GQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGD 399
NTDB id 291143 DDU33 RS06200 WP 108923798.1 GLQVTPHISKDNQILMDLVVTQNSQGQSVISSTSDNAAVSIDKQELNTQVFAKHGETIVLGGIFQHLKTKDSDRVPVLGS 394
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 LPVLGALFRRTYEQMGKSELLIFVTPKVVIQ.................. 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LPVLGALFRRTYEQMGKSELLIFVTPKVVIQ.................. 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LPLLGALFRRSYENVGKSELLIFVTPKVVIQ.................. 580
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