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M IVVVHE GHF FAK SGILVREFAIGMGPKIF HMGKDGTR\YTIRILPLGGYVRMAGWE DIATEIKTG PYJS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
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LTLNY GKVESR NLS{¢ | DQTALPMNVT DJJEDKLIAITGLVLIZE TYFJVDHDATIVEJADGTE RIAPMDVQYQNA IWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
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TNFAGPMNNFILG ' E\FIYILEEN QGGVQ MYTNi| QVAIRGAINAN G 'KNRDIT ‘i [e]ayy (DISTI@MEKEQNKDQ . INNPK|#
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
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NENRWASG . NET K ENSRYSIZKINE GDRYYLINEAMR G ES DIRM S ME Viele T TIIEATANYAF R RSN AN ISIE HPRINY QINeles AW T IAR VIESIAN:
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS
SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SO LWL AL VA o 51 LAY VL AT e

GLpJN BSL® IMLSIN GIFNLIPIPALDGGKIVNIIEAIRRKPLUGJEWPE Y TLAGVA MVVLMIAVTWNDIMRWFF 418
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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