
logo MKKYEQI
Q
I
LFKKL ILEEQDI LKSEGHKYPQMVGDEFYLPPSEMNELSTQI

TYAKSVSRDTVRKALEQLQLQTKAEGFL IKQKTFVKQGQRGSKQI IVKQREHR INFP I
VSNQLTSYQEL

NTDB id 29084 SGO RS08105 WP 012130712.1 MKKYQQLFKLIEQDILSEKYPVGEFLPSENELTQIYKVSRDTVRKALEQLQKEGLIQKFKGQGSKIVKQEHINFPISNLTSYQEL 85
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFPVSQLTSYQEL 85
consensus !!!! *!! *! !!! *!**!**!!*! !!*! ! !!!!!!!!! ! ! ! ! ! !! !*! !*!!!!*!*!!!!!!!

logo VKLQLNKQLMDNSVKTNVIAS ILDEKI
L
I
TVDEKKLATKLTGFEPENKYGRLVWR I ITRQRVI

VDGQVAS IVLDI
TDYLDKAEL IVPHTMTRE IAEHS IYDHFYI

LENDQLGKLDS
NTDB id 29084 SGO RS08105 WP 012130712.1 VLQNKLDSKTNVISLEKITVDKKLAKLTGFPEYRLVWRIIRQRVVDQVASVLDIDYLDKELVPTMTREIAEHSIYHFIENDLGLS 170
NTDB id 440 SMU RS09330 WP 002273717.1 VKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHMTREIAEHSIYDYLENQLKLD 170
consensus ! ! * !!!!! **!* !! !! !!!!!* !!!!! !!!!*! !!!*!! !!!!! !*!*!!!!!!!!!!!***!! ! !

logo IADYAKQKEI IT IDHQAVSTQSKRDKI LLDI
L
D
E
R
SENHVVSVKSKQVYLASNGQQQFQFTDESRHKLDEKFRFVDFAKRRHGRD

NTDB id 29084 SGO RS08105 WP 012130712.1 IDYAKKEITIDHATSRDKILLDIERENHVVSVKSQVYLANGQQFQFTDSRHKLDKFRFVDFAKRHG. 236
NTDB id 440 SMU RS09330 WP 002273717.1 IAYAQKIITIDQVSQKDKILLDLDSENHVVSVKSKVYLSNQQQFQFTESRHKLEKFRFVDFARRHRD 237
consensus ! !! ! !!!!* * *!!!!!!** !!!!!!!!! !!! ! !!!!!!*!!!!!*!!!!!!!!*!! *

X non conserved

X similar

X ≥ 50% conserved


