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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQ...DYWQRYRRFWWVPCLVLLGIIA...GGFYWHQSQQKQKVTQN......EQLLATSAS.K......TKPATKKTHQAAT 66
NTDB id 105 BSU 25590 NP 390437.1 ......MNWLNQHKKAII...LAASAAVFTAIMIFLATGKNKE.PVKQA..................VPTETENTVVKQEANNDE 57
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVS...VIAVLMVIF..CFFLWMTCGAG.NSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEK 78
NTDB id 29082 SGO RS07850 WP 012130666.1 .MIENLIEKAKQYKIALG...LSLLGAIAA..SFILLQGRDQG.GT........DVQQLTEQTSSSSSYMNEKSNKSNEISQSET 70
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVI...CTGLGLLVG..GFFLLKPAPHT.PV........KETNLQAEVVAISKDSSTEKDVKKEEKEEPV 69
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVI...CTGLGLLVG..GFFLLKPAPQT.PV........KETNLQAEVVAVSKDSVSEKEVKKEEKEEPL 69
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVI...CTGLGLLVG..GFFLLKPAPQT.PV........KETNLQAEVAAVSKDSSTEKEVKKEEKEEPL 69
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVI...CTGLGLLVG..GFFLLKPAPQT.PV........KETNLQAEVAAVSKDLVSEKEVNKEEKEEPL 69
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVI...CTGLGLLVG..GFFLLKPAPQT.PV........KETNLQAEVAAVSKDLVSEKEVNKEEKEEPL 69
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVI...CTGLGLLVG..GFFLLKPAPQT.PV........KETNLQAEVAAVSKDLVSEKEVNKEEKEEPL 69
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NTDB id 613 LCA RS05340 WP 231952379.1 KKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSE 151
NTDB id 105 BSU 25590 NP 390437.1 SNETIVIDIKGAVQHPGVYEMRT.GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSV....... 134
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NTDB id 613 LCA RS05340 WP 231952379.1 RTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN 235
NTDB id 105 BSU 25590 NP 390437.1 .........Q....SDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 300 STER RS07485 WP 011681496.1 .........SDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
NTDB id 29082 SGO RS07850 WP 012130666.1 .........SATSGTGQTKSALVNLNTATEADFQTISGIGQKRAQDIIAYREANGRFKSVDDLKNVSGIGAKTLEKLKEYVTVD 221
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ............APSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 ............TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 ............TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 ............TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 ............TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
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