logo

NTDB id 598 KW2 RS08500 WP 021037660.1
NTDB id 29080 SGO RS07715 WP 012130640.1
NTDB id 155 SP RS04850 WP 000495909.1

NTDB id 265 KZH43 RS04315 WP 000495911.1
NTDB id 224 SPD RS04655 WP 000495911.1
NTDB id 190 SPR RS04415 WP 000495911.1
NTDB id 495 SM12261 RS04415 WP 000495920.1
consensus

logo

NTDB id 598 KW2 RS08500 WP 021037660.1
NTDB id 29080 SGO RSO07715 WP 012130640.1
NTDB id 155 SP RS04850 WP 000495909.1

NTDB id 265 KZH43 RS04315 WP 000495911.1
NTDB id 224 SPD RS04655 WP 000495911.1
NTDB id 190 SPR RS04415 WP 000495911.1
NTDB id 495 SM12261 RS04415 WP 000495920.1
consensus

logo

NTDB id 598 KW2 RS08500 WP 021037660.1
NTDB id 29080 SGO RS07715 WP 012130640.1
NTDB id 155 SP RS04850 WP 000495909.1

NTDB id 265 KZH43 RS04315 WP 000495911.1
NTDB id 224 SPD RS04655 WP 000495911.1
NTDB id 190 SPR RS04415 WP 000495911.1
NTDB id 495 SM12261 RS04415 WP 000495920.1
consensus

logo

NTDB id 598 KW2 RS08500 WP 021037660.1
NTDB id 29080 SGO RS07715 WP 012130640.1
NTDB id 155 SP RS04850 WP 000495909.1

NTDB id 265 KZH43 RS04315 WP 000495911.1
NTDB id 224 SPD RS04655 WP 000495911.1
NTDB id 190 SPR RS04415 WP 000495911.1
NTDB id 495 SM12261 RS04415 WP 000495920.1
consensus

FUARDARCELVALE DL EHGRYT " ol ol vy D et e Y LgE el

GIIUIHF AHKSLKSC W WENES) HL LKKILYQWFK TDKV
KN YICPECGEE L [olel [MSHF AHERLED CH

.EKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKETKVQL
EKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKETKVQL

REKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKETKVQL
BREKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKETKVQL

koekkokk | xl kokkokkok Dokosksksksk 11! Pokskskse DD Dok o b sk Dk |k Dskooskoskoskosk |k

e SEAANE AL L RRERE R YO LA o Y

Q Q
EYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQNMGFYVWELDKE
EYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQNMGFYVWELDK|Y
EYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQNMGFYVWELDK[¢
EYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQNMGFYVWELDK[¢
EYRLIFELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGIMKLWLKERLTRLQQGFLYFSQNMGFYVWELDRE
Dok Do Dok Dok Dok Dotk Dok Do D1 Dok Dok Dok 1 Dok Dok | PUE e e Dl Dok Dok D Dok DD e Do DDk DL

QU R AHEEY e e LR S Tel0) YL le HeMeLE

ICLQERIPEEKERIFNEAHNAND(L ARNGRVETPTFKPSKES SERNAIRALRS P KIWINT[REK Y 4RI
|4 LRLKYLIJs| DL GEL[NYESIKEFjy BYGIWLL ILRLP FKQIE SEFIgVEEIDIEDIC YIRQQLY YIN@YWMKINQARRYY QKFIN
KQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYK QKISHFTVSEDKDICRYIRQQLYYQNLFWMKEQAEAYQKGENI
KQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLFWMKEQAEAYQKGENTI

KQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLFWMKEQAEAYQKGENT
KQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLFWMKEQAEAYQKGENTI

KQVLRLKYLIBIQDLRGKLHYQIKEFIZYGEIGSLLETILRIFPYKKQKISHFTVS DKDICRYIRQQLYYQNIIWMKEQAEAY|SKGEN
kokok DD D Do b Pokok DDk Dokoiskoiskokoe Dokskokobok Dok Dok DDk Dok |ookosiok ko kokok | % ko rrrrred kok DL Dok bookok 1ol [

TR ..., DL e ) a1

MIKKFEGPIIAPLGLNLLENFTDENT I T THTREBE Q . . SLEMIR®IERSHAIMGKQKKEK 327
MM SREINGI . . . ... ... S| QRERYH! | W TIR42INRYASLDQSC . 317
......... BNKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMY EEEER
......... MK FFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVEREKEY
......... < FFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVEREEEN
......... M<K FFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVEREKEYS

Q 317

LTYGLKEWYPQIR .
lsksksksk x| * * % k * x| sk |k kkkkotk 1 1 5k 5k 5k 3k k %k %k Kk k

K non conserved
B similar
>50% conserved

a2

170
169
168
168
168
168
168

255
254
253
253
253
253
253



