
logo MGKFFQFRTTPQLKP IQVGFFWQENTAC IVYFEQEQPHTFYFSNSKVEADSFLQQFPFNYQL IQGI SHQHIWRKTL I LPEL
NTDB id 290755 C3363 RS03345 WP 010785957.1 MGKFFQFRTTPQLKPIQVGFFWQENTACIVYFEQEQPHTFYFSNKVEADSFLQQFPFNYQLIQGISHQHIWRKTLILPEL 80
NTDB id 1377 A4U84 RS02030 WP 021113429.1 MGKFFQFRTTPQLKPIQVGFFWQENTACIVYFEQEQPHTFYFSSKVEADSFLQQFPFNYQLIQGISHQHIWRKTLILPEL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HSHLKQAEQI IRVLKQSLPLALSEVNIDYHR ITPLAESHLCQLNLYALRKSNSFDPTAI LDCELYCLLRAVGFLTKI
MTETQ

NTDB id 290755 C3363 RS03345 WP 010785957.1 HSHLKQAEQIIRVLKQSLPLALSEVNIDYRITPLAESHLCQLNLYALRKSNSFDPTAILDCELYCLLRAVGFLTKITETQ 160
NTDB id 1377 A4U84 RS02030 WP 021113429.1 HSHLKQAEQIIRVLKQSLPLALSEVNIDYHITPLAESHLCQLNLYALRKSNSFDPTAILDCELYCLLRAVGFLTKMTETQ 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!

logo I LEHSFHIQDKF IHFQNQRI IVEKQNNSTKP I I EVDGLPQAQHFLPHFYPYL IALGASLWNGKAVS I
NTDB id 290755 C3363 RS03345 WP 010785957.1 ILEHSFHIQDKFIHFQNQRIIVEKQNNSTKPIIEVDGLPQAQHFPHFYPYLIALGASLWNGKVSI 225
NTDB id 1377 A4U84 RS02030 WP 021113429.1 ILEHSFHIQDKFIHFQNQRIIVEKQNNSTKPIIEVDGLPQAQHLPHFYPYLIALGASLWNGKASI 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!
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