logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id 363 SMU RS05195 WP 002262215.1

id 29074 SGO RS05270 WP 012000485.
id 259 KZH43 RS03480 WP 000491790.

id 218 SPD RS03780 WP 000491790.1
id 184 SPR RS03565 WP 000491790.1
id 148 SP RS03910 WP 000491790.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id 363 SMU RS05195 WP 002262215.1

id 29074 SGO RS05270 WP 012000485.
id 259 KZH43 RS03480 WP 000491790.

id 218 SPD RS03780 WP 000491790.1
id 184 SPR RS03565 WP 000491790.1
id 148 SP RS03910 WP 000491790.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id 363 SMU RS05195 WP 002262215.1

id 29074 SGO RS05270 WP 012000485.
id 259 KZH43 RS03480 WP 000491790.

id 218 SPD RS03780 WP 000491790.1
id 184 SPR RS03565 WP 000491790.1
id 148 SP RS03910 WP 000491790.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id 363 SMU RS05195 WP 002262215.1

id 29074 SGO RS05270 WP 012000485.
id 259 KZH43 RS03480 WP 000491790.

id 218 SPD RS03780 WP 000491790.1
id 184 SPR RS03565 WP 000491790.1
id 148 SP RS03910 WP 000491790.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id 363 SMU RS05195 WP 002262215.1

id 29074 SGO RS05270 WP 012000485.
id 259 KZH43 RS03480 WP 000491790.

id 218 SPD RS03780 WP 000491790.1
id 184 SPR RS03565 WP 000491790.1
id 148 SP RS03910 WP 000491790.1

consensus

1
1

1
1

1
1

1
1

1
1

I

IMORN L T S TN ESE sl e o .

E|
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENARADASH

MESKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENARADASH
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENARADASH

MESKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENARADASH
Dokok |0 skok ok ok I EIEIEEETE NEEIEE: 15k ok ok sk ok ok ok sk ok ok sk sk ok ok ok ok ok ok ok ok ok ko ok ok ok ok

o NS EULENOE S Lk B el AR L B,

KVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS S A
KVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVEFNSYGQEEIYRVILMETNISS s
KVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS s

KVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS S s
$okokokokokokok | Dokokok Dok Dokokokokokoskokokokokok Dokok Dokok Dokokokok Dokok Dok Dokokokokokok Dok D1 Dok Dok | Dokokokokoskok |k ok

VAL kel 6w e AR LS LT LA

BVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE
BVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE
BVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQONRLE

.VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE
*okokok ok |k | Plhesl * bk Db Dl ook DL DL Pk b Dttt rrrrrrrrrrd

M| DS AL AL TELL IR e et U

TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIYV|
TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIYV|
TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFENTTFTNYEMIASENNRVFRFENRIHRTIYV|
TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIV|

T D s A L

TDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQI

TDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQI
TDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQI
TDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQI

DU Dkorokaokr |1k 1 xrk |

153
170
156
156
156
156

237
255
240
240
240
240

322
340
325
325
325
325

407
425
410
410
410
410



logo

NTDB id 363 SMU RS05195 WP 002262215.1
NTDB id 29074 SGO RS05270 WP 012000485.1
NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1
NTDB id 184 SPR RS03565 WP 000491790.1
NTDB id 148 SP RS03910 WP 000491790.1
consensus

KTV IFER ...

qQ
ADALKGT TVKDN PKGTIFEVKI 1[§ |3SKKKEREOMIEPS
VDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
VDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK/ A
VDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK/
VDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK/
F U DD Dok D ook Dok Dok D Dok rok o Kok ok *

KX non conserved
B similar
>50Y% conserved

435
466
444
444
444
444



