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NTDB id 362 SMU RS05200 WP 002262214.1 82
NTDB id 29073 SGO RS05265 WP 012000484.1 82
NTDB id 258 KZH43 RS03475 WP 000590640.1 82
NTDB id 217 SPD RS03775 WP 000590640.1 .. . 82
NTDB id 183 SPR RS03560 WP 000590640.1 MAMIKILLVEDDLGLSNSVR 82
NTDB id 147 SP RS03905 WP 000590640.1 MAMIKILLVEDDLGLSNSVP 82
NTDB id 413 AAK55817.1 141..845( ) 82
NTDB id 374 SMU RS06885 WP 002262930.1 .. 82
NTDB id 606 V4T04 RS01910 WP 003130756.1 MTSKI\GRE . 84
NTDB id 471 HSISS4 RS01430 WP 002883757.1 .MSKENSERAXNEKNIBARF\SLELQH GYVTAD (¢ RINQNEMINLEKDEDINERNNIRIRAIM DI TRRINQEE . KDY 83
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NTDB id 362 SMU RS05200 WP 002262214.1 157
NTDB id 29073 SGO RS05265 WP 012000484.1 SLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN 157
NTDB id 258 KZH43 RS03475 WP 000590640.1 SLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN 157
NTDB id 217 SPD RS03775 WP 000590640.1 SLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN 157
NTDB id 183 SPR RS03560 WP 000590640.1 SLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN 157
NTDB id 147 SP RS03905 WP 000590640.1 SLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN 157
NTDB id 413 AAK55817.1 141..845( ) 166
NTDB id 374 SMU RS06885 WP 002262930.1 167
NTDB id 606 V4T04 RS01910 WP 003130756.1 163
NTDB id 471 HSISS4 RS01430 WP 002883757.1 163
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NTDB id 362 SMU RS05200 WP 002262214.1 LVYFLQNQNVILPK QIFDR WGFDSDTTISVVEVYVSK NE IWNLQTLRSVGY . 224
NTDB id 29073 SGO RS05265 WP 012000484.1 LVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSK NFANN QTLRSVGY . 224
NTDB id 258 KZH43 RS03475 WP 000590640.1 LVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSK NFAENLQTLRSVGY . 224
NTDB id 217 SPD RS03775 WP 000590640.1 LVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSK NFAENLQTLRSVGY . 224
NTDB id 183 SPR RS03560 WP 000590640.1 LVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSK NFAENLQTLRSVGY . 224
NTDB id 147 SP RS03905 WP 000590640.1 LVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSK NEAENLQTLRSVGY . 224
NTDB id 413 AAK55817.1 141..845( ) 234
NTDB id 374 SMU RS06885 WP 002262930.1 235
NTDB id 606 V4T04 RS01910 WP 003130756.1 230
NTDB id 471 HSISS4 RS01430 WP 002883757.1 229
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