
logo MTEKETGFKRYS I LASGSSGNCSFYLETAPQKKRI L IVDAGLSGKKI STQSLLMASE IDNRKPVDEDLVDAI LVTHEHKDHIHGVGVLARKYGNLDI
VYANAE

NTDB id 29072 SGO RS03835 WP 008809002.1 MTKEGFKYSILASGSSGNCFYLETAQKKILVDAGLSGKKITSLLSEINRKPEDLDAILVTHEHKDHIHGVGVLARKYNLDIYANE 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus !! !!*!!!!!!!!!!!*!!!!!*!!*!!*!!!!!!!!!* !* !! !!**!*!!!!!!!!!!!!!!!!!!!!!!! !!*!!!

logo

A
DTWKQAMDGSAMI

LGKIDI
VSQKHI FDELMGKTVI

MTFGDIDI ESFGVSHDAAAQPQFYRFLMKDDGKSFVI
MLTDTGYVSDRMADGLVI

VENADGYL I ES
NTDB id 29072 SGO RS03835 WP 008809002.1 DTWKAMDSALGKIDISQKHIFEMGKVMTFGDIDIESFGVSHDAAAPQFYRFMKDDKSFVMLTDTGYVSDRMAGVVENADGYLIES 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLIES 170
consensus !! !!! *!!!!*!!!!!!**!! *!!!!!!!!!!!!!!!!! !!!!! !!! !!!!*!!!!!!!!!!!! **!!!!!!!!!!

logo NHDI
VE I LRSGAIYPWSLKQR I LSDKGHLSNDEDGADETMI

VRTLGNKRTKKIYLGHLSKENNI
VKELAHMTMKVNAQLAMQADLAVDNHDFKQI

V
L
YD

NTDB id 29072 SGO RS03835 WP 008809002.1 NHDVEILRSGAYPWSLKQRILSDKGHLSNEDGADTMIRTLGNRTKKIYLGHLSKENNIKELAHMTMVNQLAQADLAVNHDFQVLD 255
NTDB id 383 SMU RS06875 WP 002262928.1 NHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKIYD 255
consensus !!!*!!!!!! !!!!!!!!!!!!!!!!!!*!!!*!!*!!!!!*!!!!!!!!!!!!!!*!!!!!!!! ! ! !!!!!! !!! * !

logo TSPDTALTPLATKS I
NTDB id 29072 SGO RS03835 WP 008809002.1 TSPDTATPLTSI 267
NTDB id 383 SMU RS06875 WP 002262928.1 TSPDTALPLAKI 267
consensus !!!!!! !! !

X non conserved

X similar

X ≥ 50% conserved


