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LEMVPGGAEYDIRKSVLVLTVDNHNKEDKEAKGASYENFVATVGSLVQSKRATFPAIHQLVLVYAWLTDPFTDE ITY
NTDB id 29065 SGO RS03210 WP 012000130.1 MRKISVYKWPIIIFSSLILLVVSLTVPLPYYIEVPGGAEDIRKVLLVDNKEDKEAGAYEFVTVGVQRATFAHLVYAWLTDFTDIY 85
NTDB id 360 SMU RS02495 WP 002262039.1 MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKATPIQVLYAWLTPFTEIT 85
consensus !* *!!**! !!!!!** !!!!!*!*!!!! !!! !* ! *!!!!! ! ! !! ! * *!!* ***!!!!!*!!*!

logo SAEKEMTTGGSVSDAQDEFYI
MR INQFYMETSQNGMAI

KYKQAGLKSLTAGHKDKAI SFMKNYLMGVYVLQVASKRDNSTFKGI
VLNIADTVTGVNDKTFDHSSEKEL IVK

NTDB id 29065 SGO RS03210 WP 012000130.1 SAEEMTGGSSDQEFIRINQFYMETSQNMAKYQGLKTAGKDISMKYLGVYVLQVAKDSTFKGILNIADTVTGVNDKTFDSSEELVK 170
NTDB id 360 SMU RS02495 WP 002262039.1 SAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVLNIADTVTGVNDKTFHSSKELIK 170
consensus !! ! !!! !! ***!!!!!!!!!!!! ! ! *! !*! ! !*!!!!!!! * !!!!!*!!!!!!!!!!!!!!!*!! !!*!

logo YVNSGSLQKLGDSKVKSVQTYQTESDEGNKQEKKSTAKTGKI
V IKLESNGKNGIG IGSL IVDHRTEKVTSDNDIKP I EFSTTENGIGGPSAGLMFSTLDS IYDTQLAVDKEPDTLRDK

NTDB id 29065 SGO RS03210 WP 012000130.1 YVNSQKLGDKVKVTYQEDGQEKSATGKIIKLENGKNGIGISLIDRTEVTSNIPIEFTTEGIGGPSAGLMFSLSIYTQLADPTLRD 255
NTDB id 360 SMU RS02495 WP 002262039.1 YVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFSTNGIGGPSAGLMFTLDIYDQLVKEDLRK 255
consensus !! !!! !! ! ! * !*! !!*!!! !!!!!!!! !*!*! !!! *!!!*! !!!!!!!!!!!*! !! !! * !!
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NTDB id 29065 SGO RS03210 WP 012000130.1 GRVIAGTGSINRDGEVGDIGGIDKKVVSAAKSGASIFFAPNNPVTKEMKKIDPKAKTNYETAVEAAKKIKTDMKIVPVKTLQDAI 340
NTDB id 360 SMU RS02495 WP 002262039.1 GRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPKALTNYQEAKQAAKKLGTKMKIVPVKNVQEAI 340
consensus !!*!!!!!*! !! !!!!!! ! !! ! * ! !!! !!!!!*! ! !!! !!! ! !!!!* ! !!!!!!! *!*!!

logo DYLKRKNHNK
NTDB id 29065 SGO RS03210 WP 012000130.1 DYLKNNK 347
NTDB id 360 SMU RS02495 WP 002262039.1 DYLRKH. 346
consensus !!!* **
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