
logo MLLKLSPRHRKRPSLHREQSGFSLMI EVLVALLL IVS IGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA
NTDB id 290452 CSC28 RS26955 WP 034081446.1 MLLKLPRKPLRESGFSLIEVLVALLLVSIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA 80
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA 80
consensus !!!! ****!* !!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TQSDFFKAKGSAFPTAPSSCTPLPDAI
VKDRLGCWAEQVKKNELPGAAGDLLMNSDEFYYICRSSKPGDCDGKGSMLE IRLAWRGK

NTDB id 290452 CSC28 RS26955 WP 034081446.1 TQSDFFKAKGSAFPTAPSSCTPLPDAVKDRLGCWAEQVKKELPGAADLLNSEFYICRSSKPGDCDGKGSMLEIRLAWRGK 160
NTDB id 1195 PAKAF RS24020 WP 016253895.1 TQSDFFKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGSMLEIRLAWRGK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!*!!! !**!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QGACVNAPADSGSADTSLCHYYTLRVEP
NTDB id 290452 CSC28 RS26955 WP 034081446.1 QGACVNPADSGADTSLCHYTLRVEP 185
NTDB id 1195 PAKAF RS24020 WP 016253895.1 QGACVNAADSSADTSLCYYTLRVEP 185
consensus !!!!!!*!!! !!!!!!*!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


