
logo MTFLKS ITQE IA IV IV I FALFGLMFYLYHLPLEAYLLALGVI LLLLL I F IG IKYLSFVKTI SQQQQI ENLENTALYQLKNE
NTDB id 290107 CSC51 RS01935 WP 108703116.1 MTFLKSITQEIAIVIVIFALFGLMFYLYHLPLEAYLLALGVILLLLLIFIGIKYLSFVKTISQQQQIENLENALYQLKNE 80
NTDB id 8 SA RS13860 WP 000143425.1 MTFLKSITQEIAIVIVIFALFGLMFYLYHLPLEAYLLALGVILLLLLIFIGIKYLSFVKTISQQQQIENLETALYQLKNE 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo QI EYKDNDVESYFLTWVHQMKTP ITAAQLLLERDEPNVVNRVRQEVIQIDNYTSLALSYLKLLNETSDI SVTKI S INNI IR
NTDB id 290107 CSC51 RS01935 WP 108703116.1 QIEYKDDVESYFLTWVHQMKTPITAAQLLLERDEPNVVNRVRQEVIQIDNYTSLALSYLKLLNETSDISVTKISINNIIR 160
NTDB id 8 SA RS13860 WP 000143425.1 QIEYKNDVESYFLTWVHQMKTPITAAQLLLERDEPNVVNRVRQEVIQIDNYTSLALSYLKLLNETSDISVTKISINNIIR 160
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo P I IMKYS IQFL IDQKTKIHYEPCHHEVLTDVRWTSLMI EQL INNALKYARGKDIW I EFDEQSNQLHYVKDNGIG I SEAGDLPK
NTDB id 290107 CSC51 RS01935 WP 108703116.1 PIIMKYSIQLIDQKTKIHYEPCHHEVLTDVRWTSLMIEQLINNALKYARGKDIWIEFDEQSNQLYVKDNGIGISEGDLPK 240
NTDB id 8 SA RS13860 WP 000143425.1 PIIMKYSIQFIDQKTKIHYEPCHHEVLTDVRWTSLMIEQLINNALKYARGKDIWIEFDEQSNQLHVKDNGIGISEADLPK 240
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!

logo I FDKGYSGYNGQRQSNSSTGIGLF IVKQI SNTHTNHPVSVVSKQNEGTTFTIQFPDE
NTDB id 290107 CSC51 RS01935 WP 108703116.1 IFDKGYSGYNGQRQSNSTGIGLFIVKQISNHTNHPVSVVSKQNEGTTFTIQFPDE 295
NTDB id 8 SA RS13860 WP 000143425.1 IFDKGYSGYNGQRQSNSSGIGLFIVKQISTHTNHPVSVVSKQNEGTTFTIQFPDE 295
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!
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