
logo MKES I IVEQNI FNEQDHLLSQLLLYGSF IVDESKREKTYFLSTFAESATI
LLHYEVVFGGERDNFLDKTVAETKRLAGAGI E I L ITLSASDI IMDDLEDEDNHKHQALWM

NTDB id 289983 DDT09 RS15250 WP 061862640.1 MKSIIEQNIFNQHLLQLLLGFVESRKYLTFAESALLHYEVFGGRDFKTAEKLAAGIEILTLSADIIDDLEDEDNKQALWM 80
NTDB id 93 BSU 31710 NP 391049.2 MKEIVEQNIFNEDLSQLLYSFIDSKETFSFAESTILHYVVFGGENLDVATRLGAGIEILILSSDIMDDLEDEDNHHALWM 80
consensus !! !*!!!!!! *! !!! !**!* *!!!! *!!! !!!! ! *!*!!!!!! !! !!*!!!!!!!!**!!!!

logo KIDNRSEASLNSAAFLSLYTAVGLQTGS INYS ILNMNNPFL I FLKSYI
VLKYTVNQDEAMQGQHDDI ITNKPSEKKTEDESLEVIRLKCGSLFIALASNVAGTV

NTDB id 289983 DDT09 RS15250 WP 061862640.1 KIDRSEALSAAFSLYTAGLQGINSINMNPFILSYILKYTQDAMQGQHDDIINKPEKEDESLEVIRLKCGSLFALSNVAGT 160
NTDB id 93 BSU 31710 NP 391049.2 KINRSESLNAALSLYTVGLTSIYSLNNNPLIFKYVLKYVNEAMQGQHDDITNKSKTEDESLEVIRLKCGSLIALANVAGV 160
consensus !! !!! ! !! !!!! !! ! !*! !! ! !*!!! **!!!!!!!!! !!* !!!!!!!!!!!!!!! !! !!!!
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NTDB id 289983 DDT09 RS15250 WP 061862640.1 MLATGKYNETVETYSYYKGMFEQIYSDYLALFSSKRSDILKDKHTLINLYLKRLFNEPSEKLVRMFSHRETHLKFISDKN 240
NTDB id 93 BSU 31710 NP 391049.2 LLATGEYNETVERYSYYKGIIAQISGDYYVLLSGNRSDIEKNKHTLIYLYLKRLFNDASEDLLYLISHKDLYYKSLLDKE 240
consensus *!!!! !!!!!! !!!!!!* !! !! ! ! !!!! ! !!!!! !!!!!!!!**!! !* * !!** * ! * !!
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NTDB id 289983 DDT09 RS15250 WP 061862640.1 NFIQTLTDAGVTQYVSVLHQLYKQKCENAIEILNLETSKIDKLKKYVVNRGIEV..... 294
NTDB id 93 BSU 31710 NP 391049.2 KFQEKLIKAGVTQYISVLLEIYKQKCISAIEQLNLDKEKKELIKECLLSYTKGDTRCKT 299
consensus ! ! !!!!!!*!!!* *!!!!! !!! !!!* ! * *! *** *****
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