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NTDB id 289982 DDT09 RS15240 WP 061862531.1 MKNFIKQFTISVIILSLVYVCYVSYININGIIIGTKVIENKNKQFQVIEMSETTYGKFVGLEKGDIILKINKEKPSAKFL 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
consensus !!! !! !!! !!*!!**!**! *!! *!!!!!!!!** ! !! * !*!!**!! !!!! !!!!!!!!!!!!! !*!
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NTDB id 289982 DDT09 RS15240 WP 061862531.1 KGDNLSHIKSLDVSRNGKQIHLDDFDIVNLDKSYSFFVFVLPLVFYFLSIVCIFYILKVNQTRKSFAGYILILFLLDISI 160
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
consensus ! !!!! !!!* ! !! !!! !!!*! ! **!!!!*!!!!! !!!!!!*!!!!!!!!! !*!!!*!!!!! !!!!!!
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NTDB id 289982 DDT09 RS15240 WP 061862531.1 AYISAGGPFRGHSFNRYVNLFTFIASPIFYLQFIQQYFEELGKKFANRLINFLYIFPIFNVILEFFRKKLPFE.NIITNL 239
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR.ISFLYIIPIFNLGIEFFQDYLQVDIDFLATL 239
consensus !!!!!!!!!!!! !!!*!!!!!! !!! !!!!!! ! !*!! ! !!*! !!!! !!!!* *!!! !* ** * !

logo NL IVSFAFLTLVTLFSGSFSVAL IVFYLYHLNYKYKYASEHASFYI LKLVL I LTNTLSFAPFL ILFFYVALP I
NI FLTGDNYI FPALASASLLVL IPFGLVY

NTDB id 289982 DDT09 RS15240 WP 061862531.1 NLISFFLVTLSGFVLVFYHLYKYKYSEHAYILKVLILTNTLSFAPFLLFYVAPNILTGDYIFPALASASLLVLIPFGLVY 319
NTDB id 91 BSU 31690 NP 391047.2 NLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVY 319
consensus !!*!! *!! ! ** !! !!!! !! *!!!*!!!!!!!!!!!!!*!*! ! ! !! !!!!!!!!!!!!!!!!!!!!!
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NTDB id 289982 DDT09 RS15240 WP 061862531.1 QFVANKIFDIEFILGRMRYYTLLAVIPTLVIVGVLSVWAGTNALQMNPIRQTVFIFIVMFAVFYFKEIIDFKFRLKRFSE 399
NTDB id 91 BSU 31690 NP 391047.2 QFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFD.VMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSE 398
consensus !!!!!!*!!!!!!!!!!!!! !!!*!!!!*!!! ! ** * *!!!!*!!!!! !*!!!!!!!!!!**!!!!!!!!!!!
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NTDB id 289982 DDT09 RS15240 WP 061862531.1 KFNYQDSIFKYTQLIRSITSLKQMFKELKKTILDVLLVSKAYVFEVTSEGDILYHDKRDNEPDWEMYSKEFKKVTSEIGK 479
NTDB id 91 BSU 31690 NP 391047.2 KFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGK 478
consensus !!!!!!!!!!!!!!*! *!!! !*!!!!! !!!!!!!!!!!! !!!!*** ****!!** !!! ! !! !!!!!!!

logo I I ELVNQRGFL IMKI
VGERGGSSYVLLCLSNS INTPRLTRDE I SWLKTLSFYTSVSMENVI

L
H
QI EELMENHLKQDLKQEQGSTNP I

VWLKK
NTDB id 289982 DDT09 RS15240 WP 061862531.1 IIELNRGFLIKIGERGGSSYVLLCLSSINTPRLTRDEISWLKTLSFYTSVSMENVIQIEELMNHLQDLKQQGSNPVWLKK 559
NTDB id 91 BSU 31690 NP 391047.2 IIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKK 558
consensus !!!*! !!!*!*!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!! !! !!!! !*!!*!!!!



logo LMFATI EEKQRSDGLARDLHDSVLQDL I SLKRQCELFLAGDFKKDDEENPCQRELEVQDKLHVQMNEQMSDVI LSMTRETCHELRPQLL
NTDB id 289982 DDT09 RS15240 WP 061862531.1 LMFTIEEKQRSDLARDLHDSVLQDLISLKRQCELFLADFKK.EEPCQLEVQDKLHQMNEQMSDVILMTRETCHELRPQLL 638
NTDB id 91 BSU 31690 NP 391047.2 LMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLL 638
consensus !!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!** !! !!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!

logo YDLGLVKALVSKLAVAQQQERAVPFHIRLNTGRFTAASLDLDSTQLNLYR I IQEFLSNAMVKHSQANTDEVL IML I S IQNKI
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NTDB id 289982 DDT09 RS15240 WP 061862531.1 YDLGLVKAVSKLAAQQQERAPFHIRLNTGRFTAALDLDTQLNLYRIIQEFLSNAMKHSQANEVLIMLISIQNKVILHYED 718
NTDB id 91 BSU 31690 NP 391047.2 YDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYED 718
consensus !!!!!!!!*!!! !!!!!! !!!!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!*!!!!! *!!!!!!!!!!!**!!!!!

logo DGVGCFDNQEKGNGTEGHQSMSMGLSGIKERVRALDGRLMKRIDETSEGKNGFKAVDI E I
MEL

NTDB id 289982 DDT09 RS15240 WP 061862531.1 DGVGCNQEKGGGQSMSMGLSGIKERVRALDGRMKIDTSEGNGFKVDIEMEL 769
NTDB id 91 BSU 31690 NP 391047.2 DGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!* !!! *!!!!!!!!!!!!!!!!!!!**!*!!!! !!! !!!*!!
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