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LR LA A o R e L L UL

MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRNLKNAL
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRNLKNAL
MKQMIGYLRQSTHKQQSLAAQKQWIEA ARKHIQRIMFYSDKQSGREDMRNCYMQMT LIQQGQCD LCCYRLNRLHRNLKNAL

L LD BT

KLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYHNGAFIINQNE
KLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYHNGAFIINQNE
KL KLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQV NG |JSEKAKQG ITTHAPEGYBIYHNGENFENT JRAS

; WKA\/FNM o AL R RN R\/NNQY lFs s YE@AQ&R@QK%K@

SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQIKQ
SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQIKQ
PTVKAVFNYY [GHGYKKIAQELEMD [ INREPYQVRNII NPNYCGRVEINQYGQ NMFP IVST IYE AQVTR QKP R

SR, L R g

TSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVCKDFYQNQRIYTKIKGAIDK
TSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVCKDFYQNQRIYTKIKGAIDK
TLTNMT RKKHHTLRYYVCPQNMNASRFVC FKGINAQELETSVLATCQDF QNQQ Y KINHTIQQ

LA DTRTS R EL P

RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQNIIQKRFTLNILYPYIETIHITKDK
RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQNIIQKRFTLNILYPYIETIHITKDK
R KRQR IER TTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPI SISTYQIR INJQNIIQERFTLN LYPYI BINI X K

WOmEINTEY 000

NLIGIYFKNEPLNIVNQTMQSSI AT
NLIGIYFKNEPLNIVNQTMQSSI AT
SLAGIYFKNEPLNIVKQTM LERIV 449

KPS NQLKQKIKCPYC

X non conserved
B similar
>50% conserved

170
170
170

255
255
255

340
340
340

425
425
425



