
logo

MMKW
M
Q
E
D
S
K
A
Y
I
M
W
L
I
A
D
N
Q
E
R
W
Y
K
V
Y
L
I
N
R
K
D
Q
R
E
F
H
N
Y
R
W
K
L
W
K
I
A
F
V
I
I
M
P
V
C
L
S
I
V
L
C
A
I
V
T
L
V
A
G
C
S
V
L
L
A
G
A
I
M
L
I
V
L
F
I
A
V
F
T
G
A
C
G
I
F
M
F
I
Y
L
F
I
W
L
F
H
L
M
K
A
Q
T
P
C
N
S
T
A
Q
S
G
P
K
Q
A
H
K
N
P
Q
G
Q
K
T
E
N
K
S
P
A
M
V
T
E
K
A
T
Q
E
A
E
L
T
S
T
V
N
S
V
L
E
N
Y

Q
E
N
T
A
D
Q
E
L
V
T
L
V
A
S
A
I
L
S
T
VSATKSDKLSTSVKQSSPQSTELKTSSEANSKDPSTVEASVQTVNKFSKNQKESTEAEHSKGNQSEANSEADEPETVKL

NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGF.YWHQSQQKQ.KVTQ...NEQLLATSASKT.........KPATKKTHQAAT 66
NTDB id 289471 DDD63 RS05440 WP 346426245.1 ................................................................................ 0
NTDB id 105 BSU 25590 NP 390437.1 ......MNWLNQHKKAIILAASAAVFTAIMIFLATGKNKEPVKQAV.................PTETENTVVKQEANNDE 57
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVSVIAVLMVIFCFFLWMTCG.AGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEK 78
NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNS.PK.PAETLSVEN..LSSS..ST.......KSSVSKFNSSSSEK 65
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP.HT.PVKETNLQAEVVAISKDSS.......TEKDVKKEEKEEPV 69
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP.QT.PVKETNLQAEVVAVSKDSV.......SEKEVKKEEKEEPL 69
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP.QT.PVKETNLQAEVAAVSKDSS.......TEKEVKKEEKEEPL 69
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP.QT.PVKETNLQAEVAAVSKDLV.......SEKEVNKEEKEEPL 69
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP.QT.PVKETNLQAEVAAVSKDLV.......SEKEVNKEEKEEPL 69
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP.QT.PVKETNLQAEVAAVSKDLV.......SEKEVNKEEKEEPL 69
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NTDB id 613 LCA RS05340 WP 231952379.1 KKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQI 146
NTDB id 289471 DDD63 RS05440 WP 346426245.1 .................................MAGGMTQDADQAAINLAAPIRDGDHVHIAAVGETSVPA.AGGSGEQI 46
NTDB id 105 BSU 25590 NP 390437.1 SNETIVIDIKGAVQHPGVYEMRTG.DRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQ.QGGGGSVQ 135
NTDB id 300 STER RS07485 WP 011681496.1 VKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGTGQV. 156
NTDB id 595 KW2 RS08725 WP 021037687.1 NKNEIMVDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSE.STDSPTGS 143
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQ.HTGSGAP. 146
NTDB id 493 SM12261 RS04300 WP 000387351.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQ.QAGPGTA. 146
NTDB id 153 SP RS04730 WP 000387344.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGSGTA. 146
NTDB id 263 KZH43 RS04195 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGLGTA. 146
NTDB id 222 SPD RS04535 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGLGTA. 146
NTDB id 188 SPR RS04295 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGLGTA. 146
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NTDB id 613 LCA RS05340 WP 231952379.1 ATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFE 226
NTDB id 289471 DDD63 RS05440 WP 346426245.1 ..............Q...SGQAGGSGLVNINTATASELQELPGIGPVLADAIVAWREENGGFSAPEELMEVSGIGQATFE 109
NTDB id 105 BSU 25590 NP 390437.1 ..............S.....DGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFE 196
NTDB id 300 STER RS07485 WP 011681496.1 ..............SDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLD 222
NTDB id 595 KW2 RS08725 WP 021037687.1 ..............SVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLE 209
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...................SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIE 207
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...................SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIE 207
NTDB id 153 SP RS04730 WP 000387344.1 ...................SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...................SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 222 SPD RS04535 WP 000387330.1 ...................SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 188 SPR RS04295 WP 000387330.1 ...................SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
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NTDB id 613 LCA RS05340 WP 231952379.1 QLQSQICVN 235
NTDB id 289471 DDD63 RS05440 WP 346426245.1 KLRDHVVV. 117
NTDB id 105 BSU 25590 NP 390437.1 KIKSSITVK 205
NTDB id 300 STER RS07485 WP 011681496.1 KIRESLYVA 231
NTDB id 595 KW2 RS08725 WP 021037687.1 KLKDEISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 KLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 KLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 KLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 KLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 KLKDYVTVD 216
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