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NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 289198 DCE79 RS18310 WP 108714371.1 MINRVVLVGRLTKDPELRYTPSGVPMARFTIAVNRTFSNQSGEREADFIGCIAWRKQAENLANFMKKGSLIGVEGRIQTG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQ................SGFTSPQQ.TGNA 143
NTDB id 289198 DCE79 RS18310 WP 108714371.1 SYEGQDGKRVYTTDVVADAVQFLEPRGGAGTSQGMPNQQ.YGGGQNYGGQPSYNNQPNQQFGGAQPQESFGSNQQPPQNQ 159
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQ..............YFGGGQNDNPFGGNQNNQR.R 145
consensus *!!*!*!*!!**!*!*** ***!!** **** *! * ******! * * ***** !***!* *
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NTDB id 624 LCA RS00040 WP 011373726.1 PAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 289198 DCE79 RS18310 WP 108714371.1 QNYTRVDEDPFANSKGPIEVSEDDLPF 186
NTDB id 113 BSU 40900 NP 391970.1 NQGNSFNDDPFANDGKPIDISDDDLPF 172
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