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NTDB id 289181 DCE79 RS12885 WP 108713442.1 MTNEHTELDEQQKSAKPAFGPPRMGAQGKANDFKKTMKKLAVYCKGFMPFVGIALVLALIGTAFTVYGPSLLSDLTDMIQ 80
NTDB id 370 SMU RS04260 WP 002263294.1 ............................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMT 52
consensus **************************** ! ! * *!*!*!!* * !*!** ** * !! !! ! **!! *
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NTDB id 289181 DCE79 RS12885 WP 108713442.1 KGLFTGIDLESVKKIGILLCVFYGLSFIFSYVQGFIMATVTQRITKKMRTDLSTKMNRLPLNYYDQTSIGNVLSRVTNDV 160
NTDB id 370 SMU RS04260 WP 002263294.1 KGLAGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDV 132
consensus !!! !!!* * !** !** ! * !! !!* !* !* * **! * !*!**!! !*! *! ! !!!!!!!!
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NTDB id 289181 DCE79 RS12885 WP 108713442.1 DTIGQTLNNSIGQLVTSVVTFIGVLGMMFYTNWIMALTGILATLIGFGLMSVIMGTSQKYFVAQQQQLGELNGHIEEMYT 240
NTDB id 370 SMU RS04260 WP 002263294.1 DLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYS 212
consensus ! * !* !*!* *! ** !! * !! !! *! !*!! !! ! *!!!* !!* ! !! *!*** !**!!*!*
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NTDB id 289181 DCE79 RS12885 WP 108713442.1 GHQIVQAYNGERDAKQKFDGVNNVLYHNAWKAQFLSGLMMPIMQFIGNFGYVAICVVGAILVTKGSISIGVIVAFMVYVR 320
NTDB id 370 SMU RS04260 WP 002263294.1 GHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVR 292
consensus !!**! !!* ! !* *! !** !! !! !!*!!!*!!!!!!!!!! *!*!!! * ! !**! !!!!! !!!
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NTDB id 289181 DCE79 RS12885 WP 108713442.1 LFTQPLAQLAQAATSLQSTAAASERVFEFLEEKELDNESNKQLELPVIKGNVSFDHVAFGYDE.KPIIQDFSLAVMAGQK 399
NTDB id 370 SMU RS04260 WP 002263294.1 IFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQK 372
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NTDB id 289181 DCE79 RS12885 WP 108713442.1 IAIVGPTGAGKTTLVNLLMRFYEVNSGTIKIDDIPIHDMTREQVHEQFCMVLQDTWLFEGTVRDNIAYAKQNATQAEIDT 479
NTDB id 370 SMU RS04260 WP 002263294.1 IAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIA 452
consensus !!!!!!!!!!!!!*!!!!!!!!!! ! ! !! **!!!!!! !!* !*!!!!!!!!!!!!!**!* ! * ! *
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NTDB id 289181 DCE79 RS12885 WP 108713442.1 AAQAVGIHHMIQAMPNGYDTILDEKITLSIGQKQLITIARAIVANAPLLILDEATSSVDTRTEMLIQQAMDTLMKGKTSF 559
NTDB id 370 SMU RS04260 WP 002263294.1 AAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSF 532
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NTDB id 289181 DCE79 RS12885 WP 108713442.1 VIAHRLSTIKNADVILVMKEGSVLETGTHNELLAQKGFYADLYNSQFETA.. 609
NTDB id 370 SMU RS04260 WP 002263294.1 VIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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