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NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWK.LYIISAVVLIMVLIGFIFWRQDDYTSRNFEN....KDTALKQSTSENNSLS.KLEDVQVK 74
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWK.LYIISAVVLIMVLIGFIFWRQDDYTSRNFEN....KDNALKQSTSENSSLS.KVEDVQVK 74
NTDB id 595 KW2 RS08725 WP 021037687.1 .......MEKILD...KLKEYWKIMLLVVCALIAGGIFYIFTNSPKPAETLSVEN..LSSS..STKS.......SVSKFN 59
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .......MESIIE...KIKEYKIIVICTGLGLLVGGFFLLKPAPHTPVKETNLQAEVVAISKDSSTE.......KDVKKE 63
NTDB id 493 SM12261 RS04300 WP 000387351.1 .......MEAIIE...KIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVVAVSKDSVSE.......KEVKKE 63
NTDB id 153 SP RS04730 WP 000387344.1 .......MEAIIE...KIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDSSTE.......KEVKKE 63
NTDB id 263 KZH43 RS04195 WP 000387330.1 .......MEAIIE...KIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSE.......KEVNKE 63
NTDB id 222 SPD RS04535 WP 000387330.1 .......MEAIIE...KIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSE.......KEVNKE 63
NTDB id 188 SPR RS04295 WP 000387330.1 .......MEAIIE...KIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSE.......KEVNKE 63
NTDB id 300 STER RS07485 WP 011681496.1 ......MKEKILAYVKDNRLF..VSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSK 72
NTDB id 613 LCA RS05340 WP 231952379.1 ........MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQNE.....QLLATSASKT.......KPATKK 60
NTDB id 289177 DCE79 RS12260 WP 234417403.1 ................................................................................ 0
NTDB id 105 BSU 25590 NP 390437.1 ........MNWLNQHKKAIILA.ASAAVFTAI...MIFLATGKNKEPVKQA........VPT..ETE.......NTVVKQ 51
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NTDB id 20 SA RS08005 WP 001802022.1 DGDNSKNKGPVYVDVKGAVKHPNVYKMTSK.DRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIE 152
NTDB id 36 MW RS08230 WP 001793467.1 DGDNSKNKGPVYVDVKGAVKHPNVYKMTSK.DRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIG 152
NTDB id 595 KW2 RS08725 WP 021037687.1 SSSSEKNKNEIMVDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSEST. 137
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EKEEPVEQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHT. 141
NTDB id 493 SM12261 RS04300 WP 000387351.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQA. 141
NTDB id 153 SP RS04730 WP 000387344.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT. 141
NTDB id 263 KZH43 RS04195 WP 000387330.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT. 141
NTDB id 222 SPD RS04535 WP 000387330.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT. 141
NTDB id 188 SPR RS04295 WP 000387330.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT. 141
NTDB id 300 STER RS07485 WP 011681496.1 TEGSEKVKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQT 151
NTDB id 613 LCA RS05340 WP 231952379.1 THQAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQE.. 138
NTDB id 289177 DCE79 RS12260 WP 234417403.1 ...MDSSPQSIVVDVKGAVRYPGVYTLEDG.QRIVDAIELAGGYIDQANPSIINHAQKLQDEMVIYIPKIGEEISETIEQ 76
NTDB id 105 BSU 25590 NP 390437.1 EANNDESNETIVIDIKGAVQHPGVYEMRTG.DRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQG. 129
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NTDB id 20 SA RS08005 WP 001802022.1 V....................NSVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVK 212
NTDB id 36 MW RS08230 WP 001793467.1 V....................NSVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVK 212
NTDB id 595 KW2 RS08725 WP 021037687.1 ................DSPTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVS 201
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ................GSGAP......SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 493 SM12261 RS04300 WP 000387351.1 ................GPGTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 153 SP RS04730 WP 000387344.1 ................GSGTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 263 KZH43 RS04195 WP 000387330.1 ................GLGTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 222 SPD RS04535 WP 000387330.1 ................GLGTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 188 SPR RS04295 WP 000387330.1 ................GLGTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 300 STER RS07485 WP 011681496.1 GT..............GQ...VSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVS 214
NTDB id 613 LCA RS05340 WP 231952379.1 LIQAPQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVG 218
NTDB id 289177 DCE79 RS12260 WP 234417403.1 LVQVP................QTTTSSSGSSKSGKINLNQADENGLTQLPGVGPSKAKAIIQYRTEQGQFQVIEDLKKVT 140
NTDB id 105 BSU 25590 NP 390437.1 .....................GGGSVQSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVS 188
consensus ** ** ****! !****! * !*! **!***** !* *!*!********!*



logo GFIGPADESGKSTLFIDEQKI
L
Q
R
K
E
S
D
E
L
Q
S
Y
L
F
I
V
C
D
S
Y
T
I
V
A
N
K
D

NTDB id 20 SA RS08005 WP 001802022.1 GFGSKTFDKLKSYFTI. 228
NTDB id 36 MW RS08230 WP 001793467.1 GFGSKTFDKLKSYFTI. 228
NTDB id 595 KW2 RS08725 WP 021037687.1 GFGDKTLEKLKDEISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 GIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 GIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 GIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 GIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 GIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 GIGGKTIEKLKDYVTVD 216
NTDB id 300 STER RS07485 WP 011681496.1 GIGDKTLDKIRESLYVA 231
NTDB id 613 LCA RS05340 WP 231952379.1 GIGPKTFEQLQSQICVN 235
NTDB id 289177 DCE79 RS12260 WP 234417403.1 GIGEKTFEQLKDLIDVK 157
NTDB id 105 BSU 25590 NP 390437.1 GIGEKSFEKIKSSITVK 205
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