
logo MVEDTASVAALYRSYLTPLDGIDINIVGTGRDAI ES ILGKHRREIPDL I LLDLRLPDMTGMDVLHYAVKEQKSHSPDVP I IVFMTAHGS I
NTDB id 288732 DBX26 RS09805 WP 049794667.1 MVEDTASVAALYRSYLTPLGIDINIVGTGRDAIESLKHRIPDLILLDLRLPDMTGMDVLHAVKQSHPDVPIIFMTAHGSI 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFMTAHGSI 80
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!* *! !!!!!!!!!!!!!!!!!!!*!!! *!!!!!*!!!!!!!!

logo DTAVEAMRHGASQDFL IKPCEADRLRVTVNNAIRKASTKLKNDEAVDNPGKNQNYQGF IGSSQTMQAQVYRTIDSAASSKAS I F IT
NTDB id 288732 DBX26 RS09805 WP 049794667.1 DTAVEAMRHGSQDFLIKPCEADRLRVTVNNAIRKATKLKNEADNPGNQNYQGFIGSSQTMQQVYRTIDSAASSKASIFIT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRTIDSAASSKASIFIT 159
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!* !!* !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo GESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAANTDERQGAAEALADGGTLFLDELCEMDLD
NTDB id 288732 DBX26 RS09805 WP 049794667.1 GESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAANDRQGAAELADGGTLFLDELCEMDLD 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLDELCEMDLD 239
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!! !!!!!!!!!!!!!!!!!

logo LQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAERGDEDVI
VE IAYSLLG

NTDB id 288732 DBX26 RS09805 WP 049794667.1 LQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRERGEDVVEIAYSLLG 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVIEIAYSLLG 319
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!*!!!!!!!!
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NTDB id 288732 DBX26 RS09805 WP 049794667.1 YMSHEEGKGFVRFSQEVIDRFNNYEWPGNVRQLQNVLRNIVVLNHGKEITLDMLPPPLNQPLERKTSSA.TVESQVMTAS 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 FMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPLAHENKVSVH 399
consensus *!!*!!!! !!! ! !!**!! *!!!!!!!!!!!!!!!!*!!!!*!*!!!!!!!!!!!!!* * * * * ** *

logo
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MTEKQTAI EQRAI EACDGNIPRAAGTYLDVSPSTIYRKLQATWNESKDVEKERKQEKKVER
NTDB id 288732 DBX26 RS09805 WP 049794667.1 DIVPLWITEKTAIERAIEACDGNIPRAAGYLDVSPSTIYRKLQAWNSKDERQKV.. 453
NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus *! !!!*!!! !!! !!!!!!!!!!!!! !!!!!!!!!!!!!! !! ! **
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