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NTDB id 288729 DBX26 RS08640 WP 118118770.1 MKPKVLLIEDSTSLAILYKQYVQHEPYDLFHVETGKEAIAFIERNVPQLVILDFRLPDMDGEQILDWINENQVPTSVVIA 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFM 74
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NTDB id 288729 DBX26 RS08640 WP 118118770.1 TAHGSVDLAVSLVQKGAKDFLEKPINADRLKTSIALHLQQVKLENLVEDIENKFDRNRFHGFIGSSLPMQGVYKIIDSVA 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKA..SKLKNDVDN..KNQNYQGFIGSSQTMQAVYRTIDSAA 150
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NTDB id 288729 DBX26 RS08640 WP 118118770.1 PTTASVFIVGESGTGKEVCAEAIHRESKRKDKPFIAINCGAIPKDLMESEIFGHVRGAFTGATADRKGAASMANGGTLFL 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFL 230
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NTDB id 288729 DBX26 RS08640 WP 118118770.1 DELCEMELEMQKKLLRFLQTGTFTPLGANKEMKVDIRIICATNRDPLVEVEEGRFREDLYYRVHVVPIDMPPLRERGNDI 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDV 310
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NTDB id 288729 DBX26 RS08640 WP 118118770.1 TTLATHFLKLYAKEDGKKFNAIHRDAEPTLKRYAWPGNVRQLQNIIRNIVVLNDDSHLRLEHLPSQVTSSRTPKQNSVAK 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRAL.. 388
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NTDB id 288729 DBX26 RS08640 WP 118118770.1 PEPIITPQPVVINEAPENSHDAVTEPQIERPVAIRPMWQIEREAIQQAIDYCDGNVLNAAVLLELSPSTVYRKKQAWEAE 480
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ........P.............LAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEK 447
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NTDB id 288729 DBX26 RS08640 WP 118118770.1 DEQQLV.. 486
NTDB id 1157 A1552VC RS03895 WP 001888250.1 VKEKEKER 455
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