
logo MHQQDEHNQPTFFFFDYETWGTVNPAKDRPSQFAGVRTDEMDNFNI IGEPLVI
MYCQLPPANDYLPASPEAAL ITGITPQKANVQSEQGLAPEP

NTDB id 288728 DBX26 RS06270 WP 118118287.1 MHQDNQPTFFFFDYETWGTNPAKDRPSQFAGVRTDENFNIIGEPLVMYCQPPADYLPSPEAALITGITPQKAVQEGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !*!**!!!!!!!!!!!!! !!!!!!!!!!!!!!!! !!!!!!!!!*!!!*! !!!! !!!!!!!!!!!!!! !!*!!

logo EF IAKR IHAELSKTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLRACHALRPEGI

VEWPENDEDEGFPT
NTDB id 288728 DBX26 RS06270 WP 118118287.1 EFIAKIHAELSKPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVLRACHALRPEGVEWPENEEGFP 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!**!!*

logo SFKLEHLSVANGI EHSNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFSTMRHQKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHQY
NTDB id 288728 DBX26 RS06270 WP 118118287.1 SFKLEHLSVANGIEHSNAHDAMADVIATIEMAKKVKAAQPKLFDYFFSMRQKRKLNELVDIVNMTPLMHVSGMLGRECQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!*!!!! !!*!!!! !!!!!!!!!!!!!**!

logo TSWIVP I
VAWHPTNNQNAVITVI

VDLAGKDPQP I
LLELDSAEETLHQAERLYTKRRYEDLAGPDELLPVPVKLVHLNKCP I LAPAKTLTAENAEQ

NTDB id 288728 DBX26 RS06270 WP 118118287.1 TSWIVPVAWHPTNNNAVITIDLAKDPQPILELSAEELHERLYTKREDLG.DLLPVPVKLVHLNKCPILAPAKTLTAENAE 319
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!*!!!!!!*!!!! *!!*!!!!!*!!! !! !* !!!!* !!!**! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

K
S IG IDREQQCLANHNLANLVI

LRQHPE IREKL IVSTLVFSQVERETFENKQESDSDVDSTQLYADGSFFSPADRAAMDE I IRETTADPENNLAGASLADI ERFVADDK
NTDB id 288728 DBX26 RS06270 WP 118118287.1 SIGIDRQQCLNNLALLRQHPEIREKLISLFSVERTFEKSDDVDTQLYDSFFSPADRAAMDIIRETDPNNLAALDIEFDDK 399
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!! !!! *! **!!!!!!!!!!***!! !! ! !!!*!!! !!!!!!!!!!*!!! ! ! !!* ! ! !!

logo R I EKPLLFRYRARHNFYPGHTLDTDEQTEQRRWAAQHCRDEVYFERSNQI
LEEGYMLNLENLVHEHEQASDEPKKI

MAI
LLKSVYHRYVEKSLACS

NTDB id 288728 DBX26 RS06270 WP 118118287.1 RIKPLLFRYRARNFPGTLDEQEQRRWAQHCREVFESQIEEYMLNLENLVHEHESDEKKIALLKSVYRYVESLAS 473
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!**!*!! * !!!!!! !!!* !! **! !!!!!!!!!!!! !*!!*!*!!!!!*!!! !!*

X non conserved

X similar

X ≥ 50% conserved


