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NTDB id 28847 BGLA RS17330 WP 013699407.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVAMAVAQNPLLEN.DEWIASPLRVAADGSLIAQSPPSSTPEPMHGGGSN 84
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !* !!!!! * !!* ** !**!!!!* ! **! !! ! * ***
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MFL
NTDB id 28847 BGLA RS17330 WP 013699407.1 GSEASGDRAERDDSRNGDDYDYNADSGDSGQWNLDDYGRSSGASDDDDLPPLQVHEASTSLREHLSAQLRVTQAGPRDRALVMFL 169
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADHADTAEASYENGSDFDSDY.GTERSDWSLDDFARKPQ.SDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVIFL 168
consensus * ! * !! !*! * * ! !!!**! * *!!*!! *!*!**!! ** !!*! !! * !!!**!!*!!

logo I ESLDDDEGYLGTAGGSLDE I
VLATDLPAEELEVDELDELGQAALARLMLHQSFDPAGI

VGARSAASECLRTLQLLQRLDPSPATKRPTLASLDTIVNSQHLELLAA
NTDB id 28847 BGLA RS17330 WP 013699407.1 IESLDDDGYLGAGLDEVLTDLPEELEVDLDELGAALALLHSFDPAGVGARSASECLRLQLLRLDPSPTRTLSLDIVSQHLELLAA 254
NTDB id 1425 RS RS02020 WP 011000369.1 IESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAKPLALTIVNQHLELLAA 252
consensus !!!!!!*!!! * !!!*! !!! !!!!*!!!! !!! *!*!!!!!!*!!!!! !!! !!! !!!*!! **! ! !! !!!!!!!!

logo RDFYTRLKRKAQLKSAVDNDDGELKRAEAHAEL IRSLAEPFPGAHAFYGKRATEADFYVVPDI
V
M
VVRKSTAGAQGNWLMAEQLNPDEVMVPKRLR INDHLMYANQI LRNSSRGDEPS

NTDB id 28847 BGLA RS17330 WP 013699407.1 RDFTRLRKQLKANDDELREAHALIRSLEPFPGAAYGKTEADYVVPDIMVRKSGQNWLAELNPEVVPKLRINHLYANILRNSRGDP 339
NTDB id 1425 RS RS02020 WP 011000369.1 RDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRGES 337
consensus !!*!!!*! ! ! !!* !! !!!!! !!!!*!*!* !!!*!!!!**!!!** !*! !!!*!*!*!!!!**!!*!!! !!!**

logo GAAGNSLKQQKQLQEARWL IKNIQQRFDETI LRVASQAIVERQKNSFFATHGE IAMRPLVLRE IADTLGLHESTI
VSRVTTGNKYMALTPFMGTFLEFL

NTDB id 28847 BGLA RS17330 WP 013699407.1 GAGSLKQQLQEARWLIKNIQQRFETILRVAQAIVERQKNFFAHGEIAMRPLVLREIADTLGLHESTVSRVTTGKYMLTPFGTLEF 424
NTDB id 1425 RS RS02020 WP 011000369.1 GAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFEL 422
consensus !!* ! ! !!!!!!!!!!!!!!!*!!!!! !!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!! !! !! !

logo KYFFGSHVSTDETGGAASSTAIRAL IKQL IVGAEDPQKNSPLSDSR IAELLAGEQGFVVARRTVAKYREALKIPAVNLRKSL
NTDB id 28847 BGLA RS17330 WP 013699407.1 KYFFGSHVSTDTGGAASSTAIRALIKQLIGAEDQKSPLSDSRIAELLAEQGFVVARRTVAKYREALKIPAVNLRKSL 501
NTDB id 1425 RS RS02020 WP 011000369.1 KYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!*! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


