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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG...DREADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 288377 DBV39 RS19205 WP 108622977.1 ..MASVNKVIIVGNLGRDPEVRYTSSGVAVCNLSVATTDKRTDKNTGEVREDTEWHRISLFNRLAEIAGEYLKKGSQVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
consensus *!*!***! !**!***!*** ! !! * **!***** *** * * **** *******!!*******!!* !**

logo

D
EGKQRI

L
K
R
Q
S
TRNKW

Y
E
Q
N
G
D
H
K
Q
N
Q
D
SGDIQREDVRTYI

S
T
V
A

Y
T
D
E
V
I
I
Q
V
A
G
V

D
N
Q

GYNGI
N
Q
V
E

F
L
M
S
K
Q
L
MLDEGGSRATNSQSETAGQTNESGQRQGEDGGFMSAEGSPAGQSYDEPQNFGPQENGKMSYANGRWQNRSGNQAKVPAQTGNSYNQQSEGSAGFWYGSTQDQSRNPYAQAQPTQAGNSKNRAQP

NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVD....NFSLLESRTTTEQRQGDGASQNFNSNQSN.....GSQQSGFTSPQQTGNAP 144
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENS....GGAPYEEGYGQSQ.........EAYQRPAQQSRQP 139
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENS....GGAPYDEGYGQSQ.........EAYQRPAQQSRQP 139
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG....G.MPAQGGM...NVPAQ....QGSWGQPQQPAK.. 146
NTDB id 288377 DBV39 RS19205 WP 108622977.1 EGRLRTRKYQDHSGDDRYITEIIGQ....QLQMLGSRSTAG....E.SESPPGKARRGKP.................... 129
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGG....D.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNN.. 147
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NTDB id 624 LCA RS00040 WP 011373726.1 AANN.........TQADPFANNGQAIDISDDDLPF 170
NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..QH..QPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 288377 DBV39 RS19205 WP 108622977.1 .................PADDAPQDPGDLDDDIPF 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..NFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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