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NTDB id 1109 OK783 RS10670 WP 157147416.1 ....MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV... 73
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .....MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAGS.. 73
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAAAAT........ 72
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPTKLSD....... 68
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLT.STD..... 71
NTDB id 1204 PSJM300 03935 AFN76865.1 .MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISEGHTPSLV.SSL..... 73
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
NTDB id 288210 Sa5Y RS02455 WP 094393042.1 MKAYKNKLQKGFTLIELMIVVAIIGVLAAIAVPQYQKYVAKSEAAAALASITGHRTNVETYVLENGSFPAI.......ED 73
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPAT.......TA 73
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPAT.......TA 73
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPAT.......TA 73
consensus *** **!!*!!!!!!!*!**!*!!!*!*!*!**!* ** ** *** ****** *** * ** *

logo

E
L
G
V
A
T
Q
P
P
L
S
G
A
V
D
S
A
I
S
V
A
D
A
S
A
S
T
N
C
D
I
K

E
K
P
L
VGAKVYTFQYTI EQVAGRAYILKQSTGDEKPSATADSVNPQVTEACATTSYANDSVYAICDTAVDFTCTLDEGIATATVDSMS

A
G
K
T
A
D
A
G
D
H
Q
V
S
K
V
I
D
E
I
T
V

A
F
L
S
C
I

Q
T
A
L
M
F
P
A
G
T
M
S
T
A
G
L
Q
T
K
S
A
N
G
N
V
G
A
S
G
L
S
G
P
GTLITKFVYTMFMNDPTANTDPGKSERSVKANFIVANQVDKSDNTSGAGRSKNTI

K
L
V
I
E
S
Q
T
F
I
L
W
T
N
P
R
T
A
K
T
R
R
Y
A
Q
A
S
T
D
E
G
T
A
S
A
D
N
T
V
G

NTDB id 1109 OK783 RS10670 WP 157147416.1 ......ASASTIKGKYV.QKVE............VAKGVVTAQMASTGV...........NKEIQDKKLSLWAKRQDGSV 123
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..........SCVGVQEISASNATTNVATATCGASSAGQII..............VTMDTT.KAKGANITLTPTYASGAV 128
NTDB id 1292 VP RS12235 WP 005479693.1 LAQLGVDVAANDLGAI........................DSA...LAGGSPTLTFTFDADSSIDGGILTF.TR..DAAT 122
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ............VGFTAATSSVCATYSIDAFTETDGAGKITCTL..KGN...........P.KIATKIVEL.TR..STDG 119
NTDB id 1197 PSJM300 03940 AFN76866.1 ............EGYIGITDST...SYCDVDLDTAADGHIECT..AKGG.........NAG.KFDGKTITL.NR..TADG 121
NTDB id 1204 PSJM300 03935 AFN76865.1 ............PGFIGIGAST...NYCTVTLIATATGSITCT..TQNG.........MPD.RFNGKTITI.AR..TTDG 123
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLGTIALKPDP...A........DGTADITLTFTMGGAG..........P.KNKGKIITLTRT..AADG 131
NTDB id 288210 Sa5Y RS02455 WP 094393042.1 LAPPSASI.....GTIQYGEAQ...A........SGAGSIVFAFGTSGAS..........P.SVVNRNVTL.AR..DENG 123
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GT....AA.....GFTRLGTVE...D........MGDGKIVIAPTASGALGGTIKYTFDAG.VVSSSKIQL.AR..DANG 129
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GT....AA.....GFTRLGTVE...D........MGDGKIVIAPTASGALGGTIKYTFDAG.VVSSSKIQL.AR..DANG 129
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GT....AA.....GFTRLGTVE...D........MGDGKIVIAPTASGALGGTIKYTFDAG.VVSSSKIQL.AR..DANG 129
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